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MGV- GENOME 0377373 80,308-125,412 (+)
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MGV-GENOME-0378707: 79,248-133,099 (+)
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MGV- GENOME 0377110 79,256-122,881 (+)

NAD-dependent DNA ligase (CDS_0170)
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MGV- GENOME 4435714 79,261-132,535 (+)
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MGV- GENOME 0378369 87, 022 138,677 (+)
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MG\/ GENOME 0377387 80,521-125,257 (+)
transposase (CDS_0114)
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MGV-GENOME-0377029:79,065-109,121 (+)
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DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC)
virulence (VFDB) tRNA tmRNA pseudogene
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