tail collar fiber protein (CDS_0031)
baseplate wedge subunit (CDS_0028) 37 42
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MGV-GENOME-0315722: 27,720-48,909 (+)
37 41 49
32 33 34 3536] 38 3940 [424344 45 4647 48] 5051 52

MGV-GENOME-0316578:27,601-49,791 (+)
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33 34 35 3637 3839] 41 4243

MGV-GENOME-0305151:28,590-45,443 (+)
HNH endonuclease (CDS_0035)
34 37
32 33 36] 38 39 40 43 protease
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MGV-GENOME-0294792:27,609-42,550 (+)
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MGV-GENOME-0296395: 27,592-42,928 (+)
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32 3334] 3637 38
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MGV-GENOME-0299684: 28,633-43,738 (+)
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MGV-GENOME-0289357:27,693-41,858 (+)
33 37
32 34 3536] 3839 40

MGV-GENOME-0296338: 27,592-42,908 (+)
3738
3334 3536 | 39 40 414243 44 45

uvig_223712:27,693-45,237 (+)
HNH endonuclease (CDS_0034) 40 HNH endonuclease (CDS_0045) 50 53
32 33 35 36 37 383941 42 43 44 46 47 48 49 [5152] 54 55
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MGV-GENOME-0324974:26,565-54,336 (+)

HNH endonuclease (CDS_0034) 40 HNH endonuclease (CDS_0045) 50 53
32 33 35 36 37 3839[ 41 42 43 44 46 47 48 49 [5152] 54 55
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MGV-GENOME-0324874: 26,565-54,286 (+)
dUTPase (CDS_0041)
40
32 33 34 3536 37 3839 | 42 43 44 45 4647
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MGV-GENOME-0313011:27,599-48,251 (+)

39
32 3334 35 36 37.38] 40 41 424344

MGV-GENOME-0314997: 28,594-49,094 (+)

40 43 51
33 34 35 36 37 38 39[4142[44 45 46 47 48 49 50| 52

MGV-GENOME-0319610:26,703-51,188 (+)
HNH endonuclease (CDS_0035) 43 50
33 34 36 37 38 39 40&42‘( 44 45 46 47 48 49]51 52
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MGV-GENOME-0318380:27,613-50,559 (+)

HNH endonuclease (CDS_0044)

dUTPase (CDS_0040)
39 45
32 333 35 36 3738] | 41 42 43 |Ta6 47

MGV-GENOME-0301330: 28,595-47,011 (+)
HNH endonuclease (CDS_0036)
HNH endonuclease (CDS_0034) 40 43
32 33] 35 | 3738 39 T41 427 44 45

MGV-GENOME-0289424:27,608-44,148 (+)
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