
MGV-GENOME-0188459: 19,188-24,127 (+)

25
HEase_00016 homing (CDS_0026)

27 28 integrase (CDS_0029) 30 31 32 33 34 35 36 37 38

MGV-GENOME-0247339: 14,711-19,337 (+)

24 25 26 27 28

MGV-GENOME-0112493: 9,795-14,421 (+)

23 24 25 26

MGV-GENOME-0155864: 14,737-19,086 (+)

24 25 26

MGV-GENOME-0202376: 14,981-19,037 (+)

25 26

MGV-GENOME-0353195: 19,516-23,953 (+)

30 31 32

MGV-GENOME-0358592: 12,970-18,374 (+)

17 22 23

MGV-GENOME-0185135: 1,608-6,105 (-)

10111213

MGV-GENOME-4391012: 16,039-20,536 (+)

28 29 30 31

MGV-GENOME-0156033: 14,369-19,109 (+)

RM_Type_II__Type_II_MTases_FAM_3 (CDS_0024)
25 26

MGV-GENOME-0189166: 19,021-23,932 (+)

30 31 32 33

MGV-GENOME-0294070: 14,632-19,185 (+)

24 25 26

MGV-GENOME-0312402: 16,694-21,356 (+)

22 27 28 29 30

MGV-GENOME-0187224: 19,013-23,622 (+)

30 31 32 33

MGV-GENOME-0260972: 14,611-18,839 (+)

24 25 26

IMGVR_UViG_3300029711_000342|3300029711|Ga0245193_100524|70-28372: 21,324-26,122 (+)

34 35 36 37 38

IMGVR_UViG_3300045988_113491|3300045988|Ga0495776_164808: 22,973-27,808 (+)

34 35 36 37

MGV-GENOME-0349415: 12,969-19,046 (+)

22 23 24 25 26

uvig_34465: 23,504-28,222 (+)

RM_Type_II__Type_II_MTases_FAM_3 (CDS_0035) 36 37

MGV-GENOME-0280859: 19,703-24,158 (+)

RM_Type_II__Type_II_MTases_FAM_3 (CDS_0033) 34

MGV-GENOME-0259057: 15,090-19,310 (+)

24 25 26

MGV-GENOME-0191653: 18,947-23,858 (+)

DNA methyltransferase (CDS_0030) 31 32 33

MGV-GENOME-0272981: 19,743-23,838 (+)

33 34

MGV-GENOME-0147927: 12,773-17,438 (+)

25 26 27 28

MGV-GENOME-0313149: 19,327-23,973 (+)

30 31 32 33

MGV-GENOME-0176697: 17,568-21,991 (+)

27 28

uvig_64557: 12,753-17,424 (+)

25 26 27 28

MGV-GENOME-0121269: 10,212-14,590 (+)

23 24 25

IMGVR_UViG_3300029251_000058|3300029251|Ga0167475_100829: 23,645-28,404 (+)

35 36 37 38

MGV-GENOME-0304768: 19,170-24,117 (+)

29 30 31 32

MGV-GENOME-0187439: 18,704-23,652 (+)

28 29 30 31 32

uvig_41591: 22,852-27,596 (+)

35 36 37 38

MGV-GENOME-0213683: 23,701-28,236 (+)

33 37 38 39

MGV-GENOME-0208494: 18,961-23,374 (+)

30 31 32

MGV-GENOME-0247236: 16,414-22,010 (+)

28 29 30 31 35 37

MGV-GENOME-0302877: 18,620-24,052 (+)

29 30 31 32

MGV-GENOME-0222476: 18,938-23,870 (+)

30 31 32

uvig_267937: 13,054-18,252 (+)

25 26 27

IMGVR_UViG_3300045988_124832|3300045988|Ga0495776_031061: 23,558-29,101 (+)

36 37 38 39

MGV-GENOME-0179762: 18,628-23,889 (+)

29 30 31 36

MGV-GENOME-0185139: 18,498-23,276 (+)

24 26 29 30 31

MGV-GENOME-0181030: 19,221-22,636 (+)

28 29 30

MGV-GENOME-0189316: 19,187-23,316 (+)

28 29 30 31

MGV-GENOME-0361987: 18,701-22,867 (+)

25 26 27 28 29

uvig_31189: 22,810-28,632 (+)

DNA methyltransferase (CDS_0036) 37 38 39 41 45 46

uvig_248454: 23,286-30,168 (+)

DNA methyltransferase (CDS_0036) 37 38 39 40 41 42 43 47 48

2000 nt

integration and excision other unknown function defence (DefenseFinder) defence (PADLOC)


