Retron_VI_HTH (CDS_0007)
45 6 |8 9101112 13 14

I B N A
MGV-GENOME-0221071:1-7,155 (+)
Retron_VI_HTH (CDS_0003)
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uvig 49535:95-4,633 (+)
PDC-M64C_WP_110053925.1(CDS_0010) Retron_VI_HTH (CDS_0015)
3 4 5 6 7 8 9 T 12 13 14 [16 17

MGV-GENOME-0223156:2,324-15,315 (+)
ABC transporter (CDS_0014) Retron_VI__HTH (CDS_0020)
12 13 15 16 integrase (CDS_0017) 18 19 21 22
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uvig_81898:2,324-22,222 (+)
tail assembly chaperone (CDS_0015)
head closure (CDS 0014)
endonuclease VII (CDS_0008) 9 10 11 12 13 T ] 1 17 18 19 20 21 2223 24

MGV-GENOME-0257058:4,223-21,155 (+)
tail assembly chaperone (CDS_0015)
head closure (CDS_0014)
10 11 12 13 T 16 17
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MGV-GENOME-0245958:4,145-19,184 (+)
tail assembly chaperone (CDS_0015)
head closure (cﬂom)
10 11 12 13 BRE 16 17 1819 2021 22
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MGV-GENOME-0245589:4,142-18,237 (+)
virion structural protein (CDS_0011)
head closure (CDS_0014)
tail completion or Neck1 protein (CDS_0010) 12 13 integrase (CDS_0015) 16 17 18 1920 21
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uvig_181019:4,142-18,419 (+)
19
10 11 12 13 14 15 16 17 18] 20

MGV-GENOME-0231812:4,181-16,030 (+)
tail assembly chaperone (CDS_0015)
head closure (C[E_'EOM)
10 11 12 13 T | 16 17

MGV-GENOME-0234896: 3,962-17,287 (+)
virion structural protein (CDS_0011) Retron_VI_HTH (CDS_0017)
10 12 13 14 15 16 18 19
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uvig_230754:4,181-16,433 (+)
Retron_VI_HTH (CDS_0018)
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MGV-GENOME-0235914:4,145-16,056 (+)
Retron_VI__HTH (CDS_0018)
virion structural protein (CDS_0011) 20
10 12 13 16 17 1921
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uvig_24436:4,145-17,294 (+)
Retron_VI__HTH (CDS_0013)
10 11 12 141516
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MGV-GENOME-0220035: 4,145-14,287 (+)
tail assembly chaperone (CDS_0015) Retron_VI__HTH (CDS_0024)
virion structural protein (CDS_0011) integrase (CDS_0020)
head closure (CDS_0014) 21
tail completion or Neck1 protein (CDS_0010) 12 13 16 17 1819 T22 23 25 26
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uvig_155813:4,145-19,913 (+)

tail assembly chaperone (CDS_0015)
virion structural protein (CDS_0011)
head closure (CDS_0014)  Retron_VI__HTH (CDS_0019)
tail completion or Neck1 protein (CDS_0010) 12 13 16 17 18 Tg) 21

|
;
i
9
|

!

|

I

uvig 505024: 4,181-17,181 (+)
15
10 11 12 13 14] 18
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MGV-GENOME-0209269:4,145-13,254 (+)
7000 nt i
DNA, RNA and nucleotide metabolism connector head and packaging integration and excision moron, auxiliary metabolic gene and host takeover tail unknown function
L]

defence (DefenseFinder) defence (PADLOC)




