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MGV-GENOME-0257058: 4,223-21,155 (+)

endonuclease VII (CDS_0008) 9 10 11 12 13
head closure (CDS_0014)
tail assembly chaperone (CDS_0015)
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MGV-GENOME-0245958: 4,145-19,184 (+)
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uvig_230754: 4,181-16,433 (+)
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MGV-GENOME-0235914: 4,145-16,056 (+)
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MGV-GENOME-0220035: 4,145-14,287 (+)
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uvig_505024: 4,181-17,181 (+)
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MGV-GENOME-0209269: 4,145-13,254 (+)
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7000 nt

DNA, RNA and nucleotide metabolism connector head and packaging integration and excision moron, auxiliary metabolic gene and host takeover tail unknown function

defence (DefenseFinder) defence (PADLOC)


