Retron_RT_Tot_10 (CDS_0020) tRNA-GIU(TTC)
endolysin (CDS_0025) capH (CDS_0028)
17 18 19 212223 24 | 26 27 ] 29 303132 33
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MGV-GENOME-0333147:16,831-27,830 (+)
endolysin (CDS_0025)
26 28 3132

|

— —
MGV-GENOME-0278105: 16,834-26,092 (+)
capH (CDS_0031)

21 22 endolysin (CDS 0027) 28 29 30 |32 33

uvig_207732:19,134-28,194 (+)
capH (CDS_0028)
18 19 endolysin (CDS_0024) 25 26 27 T2l30

| . E— I
IMGVR_UVIG_3300029749_000031|3300029749]Ga0245202_1000863: 16,525-25,424 (+)
24 25 27 28 29 30

I S —— — —
SAMNO06164631 _al ct34937_vs1:18,970-27,435 (+)

transcriptional repressor (CDS_0029)
28 | 3031

|
%

- — O —
uvig_155474:18,952-27,334 (+)

capH (CDS_0028)
endolysin (CDS_0025) 27 29 30

—— — - —
MGV-GENOME-0258890: 18,944-27,258 (+)

capH (CDS_0029)
28 3031

| N —
MGV-GENOME-0300666: 18,921-27,152 (+)
capH (CDS_0030)
25 26 27 29 3132

. I I (S . E——
uvig_76053:20,352-30,700 (+)
18 19 21 endolysin (CDS_0025) 27 30
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Ma_2019_SRR341609_NODE_142_length_34123 cov_5.444082: 12,742-23,188 (+)
endolysin (CDS_0020)

N [ —
uvig 322698:12,703-20,390 (+)
retron_type_VI_hth_cluster2_1 (CDS_0031)
transcriptional repressor (CDS_0030)
29 | 32 HNH endonuclease (CDS_0036)

| — I DU S S E— -
uvig 171491:20,341-31,374 (+)
endolysin (CDS_0026) tRNA nucleotidyltransferase (CDS_0034)

25 27 28 29 30 31 32 33 35 36  aminotransferase (CDS_0037) 42
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Broecker_Sample_ID29-1194-0_NODE_288_length_50381_cov_4.132417:16,200-39,119 (+)
I 9000 nt {
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