DnaC-like helicase loader (CDS_0038) HNH endonuclease (CDS_0049) MTase_lI_00015 Type (CDS_0051)
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MGV-GENOME-0278105: 29,009-35,778 (+)

Lar-like restriction alleviation protein (CDS_0044) RM_Type_ll_Type_ll_MTases_FAM_1(CDS_0051)
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DnaC-like helicase loader 50 51 52 53 ParB-like partition nuclease (CDS_0057) 58
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SAMNO6164631_al_ct34937_vs1:30,828-38,524 (+)
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IMGVR_UViG_3300045988_150580[3300045988|Ga0495776_ 009046 30 297-35,621 (+)

3000 nt i
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder) defence (PADLOC)




