
MGV-GENOME-0283365: 21,247-30,222 (+)
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IMGVR_UViG_3300045988_041762|3300045988|Ga0495776_113446: 18,557-28,315 (+)
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IMGVR_UViG_3300045988_065887|3300045988|Ga0495776_067632: 18,031-30,602 (+)
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DNA topoisomerase II (CDS_0031)
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uvig_576023: 18,480-28,490 (+)
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Rampelli_10010_NODE_282_length_42560_cov_30.229314: 19,599-30,250 (+)
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IMGVR_UViG_3300045988_074392|3300045988|Ga0495776_173197: 18,031-26,014 (+)
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DNA topoisomerase II (CDS_0027)
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IMGVR_UViG_3300045988_082057|3300045988|Ga0495776_147159: 18,031-26,506 (+)

DNA topoisomerase II (CDS_0024)

uvig_343866: 18,031-47,820 (+)
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MATE_multi_NorM-NCBIFAM multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0033)

34 35 36 37 38 39 40 41 42 DNA topoisomerase II (CDS_0043)

uvig_584100: 19,301-29,016 (+)
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MGV-GENOME-0265197: 17,048-27,202 (+)

HEase_00016 homing (CDS_0022)
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IMGVR_UViG_3300045988_033829|3300045988|Ga0495776_161433: 19,367-28,611 (+)
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IMGVR_UViG_3300045988_043286|3300045988|Ga0495776_112602: 19,012-28,274 (+)
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MGV-GENOME-0281965: 19,201-30,767 (+)
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IMGVR_UViG_3300029559_000023|3300029559|Ga0244915_100607: 18,798-25,164 (+)
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MGV-GENOME-0325736: 18,206-24,622 (+)
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DNA, RNA and nucleotide metabolism lysis unknown function defence (PADLOC) AMR (AMRFinderPlus)


