33 34 35 3637 38 39 4041 42 43 44 4546
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MGV-GENOME- 0222398 22, 794 29 560 (+)
36 37 38 39

L} L
uvig 171776:21,603-27,841 (+)
anti-repressor (CDS_0042)
37 capH (CDS_0040)
13839 | 41 43 44 45 46 47 48 49 50

|
I
I\
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MGV-GENOME-0253512:21,781-34,102 (+)
transcriptional repressor (CDS_0039)
transcrlptlonal repressor (CDS_0041)
anti-| repressor (EBS 0040)
anti-repressor (CDS_0038)
31 34 37 [ | | 42 43 44 45 46 4748

MGV-GENOME-0244402:21,764-33,126 (+)
anti-repressor (CDS 0043) transcriptional repressor (CDS_0051)

RelA (VF0287) (CDS_0040) anti-repressor (cDS. _0050)
37 38 39 41 42 44T 46 47 48 49 | 52 53 54 55 56
. § OO oy G, S S S g O N 1, 0 0 W SO GO SO W3 Sy W Wy W

uvig_21865:22,218-41,999 (+)
transcriptional repressor (CDS_0042)
anti-repressor (CDS_0036)  anti-repressor (CD5_0041)
3738 39 40 | 43 44 45 46 47

|
|
i
|
|
i

MGV-GENOME-0292002:21,759-33,899 (+)
transcriptional repressor (CDS_0042)
37 anti-repressor (CDS_0041)
36 38 39 40 | 43 44 45 46 47 48
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uvig 223798:21,448-33,123 (+)
bla_class_B_core-NCBIFAM metallo-beta-lactamase core region (NF012229.1) (CDS_0037)
transcriptional repressor (CDS_0040)
transcriptional repressor (CDS_0042)
anti-repressor (CDS_0041)
anti-repressor (CD$_0039)

29 30 31 35 36 38 | | 43 44 45 46 47 48
08 N 0 S S 5 . 0 O S 5y 0 0 O O, Wy B
uvig_197534:20,346-35,624 (+)

31 36 37 38 RelA(VF0287) (CDS_0039) 40

N A
uvig_465770:20,450-33,264 (+)

|

-
MGV-GENOME-0244623:20,450-27,069 (+)

tRNA-Gly(TCC)
35 3637 42 | 43

I D D SE— I - . e e e -
MGV-GENOME-0209214: 19,969-28 460 (+)
anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0050)
replisome organizer DnaA-like (CDS_0041) ‘HEase_00016 homing (CDS_0054)
excisionase (CDS_0037) 42 ‘hydrolase (CD5_0053)
36 | 3839 40 143 44 45 46 47 48 49 | 51 52 59 6

-

|

|

|
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uvig_5778:21,583-37,120 (+)

dATP/dGTP pyrophosphohydrolase (CDS_0040)
replisome organizer DnaA-like (CDS_0042)
excisionase (CDS_0038)
37 39 | 41 43 44

|

|

!%

|
.

LB I | I L e -
MGV-GENOME-0235336:21,809-33,303 (+)
transcriptional repressor (CDS_0052)
replisome organizer DnaA-like (CDS_0041) anti-repressor (CDS_0051)
excisionase (CDS_0037) 42 49
3 | 3839 40 143 44 45 46 47 48 |50 53 54 55 56 57

|

|

|
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MGV-GENOME-0273694:21,583-37,979 (+)
replisome organizer DnaA-like (CDS_0042)
RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0048)
excisionase (CDS_0038) 43 49
37 39 40 41 T44 45 4647 150 51 52 53

|

|

s%
|

MGV-GENOME-0262181:21,829-36,452 (+)
replisome organizer DnaA-like (CDS_0041) anti-repressor (CDS_0050)
excisionase (CDS_0037) RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0047) 52
36 38 39 40 42 43 4445 46 48 49 517 53 54 55 56 57

|

|

I
»
|
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uvig_142210:21,568-39,851 (+)

7000 nt {
DNA, RNA and nucleotide metabolism integration and excision other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB)
I

anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA
I




