single strand DNA binding protein (CDS_0049)
transcriptional regulator (CDS_0047)
44 45 46 exonuclease (CDS'0048) 50 51 52 53 54
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MGV-GENOME-0378119:24,307-31,207 (+)

43 transcriptional regulator (CDS_0044) 50
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MGV-GENOME-0358673: 23,284-29,698 (+)
32 33 3435 36 37 40  transcriptional regulator (CDS_0041)
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MGV-GENOME-0341767:18,926-27,745 (+)
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uvig 236898:19,517-26,237 (+)

RecT-like ssDNA annealing protein (CDS_0054)

50 Type_V_V_U4 Cas12 (CDS_0057)59 60 63

i

GV-GENOME-0371825:24,488-32,302 (+)
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tRNA-Thr(CGT)
5253 54 55 56 57 58 59 60 61
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MGV-GENOME-0377228:25,938-39,273 (+)
RecT-like ssDNA annealing protein (CDS_0051)
transcriptional regulator (CDS_0052)

nnealing p
45 46 47 \ Type V_V_U4 Cas12 (CDS_0055)
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MGV-GENOME-0377832: 24,393-33,589 (+)
48 49 5051 52 53 54 55 56 59
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MGV-GENOME-0378260: 24,574-33,551 (+)
drt-cluster346 DRT (CDS_0056)
drt-cluster337 DRT (CDS_0057)
55 UG27 (CDS_0059) 61
5354] 58 60 62 63 64 65
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MGV-GENOME-0361139:26,781-38,718 (+)
drt-cluster346 DRT (CDS_0054)
drt-cluster337 DRT (CDS_0055)
53
5152] 56 UG27 (CDS_0057) 58 59 60 61 62 63 64
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MGV-GENOME-0350225: 25,705-39,193 (+)
drt-cluster346 DRT (CDS_0054)
drt-cluster337 DRT (CDS_0055)
53
5152]

56 UG27 (CDS_0057) 58 59
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MGV-GENOME-0364513: 25,705-35 494 (+)
drt-cluster346 DRT (CDS_0055)
drt-cluster337 DRT (CDS_0056)
54 UG27 (CDS_0058)
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uvig_347973:25,938-45,216 (
drt-cluster346 DRT (CDS_0055)
drt-cluster337 DRT (CDS_0056)
54 UG27 (CDS_0058)
5253] 57 5960 61 62 63 64 65 6667 68 69 70 71 72
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uvig 342187:25,992-44,076 (+)
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