68 69 70 71 72 73 74 75 76 77 78 79 80 81 8283 84 85

MG\/ GENOME-0371825:33,916-40,030 (+)
57 58 59 60 61 62 63 65 70

MGV-GENOME-0374195: 26,190-33,989 (+)
70 73 76 77 78 79

MGV-GENOME-0378260: 36,751-44,567 (+)
54 58 59 60 62 63 64 65 66 67 68 71

uvig_236898:26,938-36,382 (+)
57 58 59 60 61 62 HEase 00016 homing (CDS_0063)

MGV-GENOME-0341767: 28,634-35,949 (+)
84 85 86 89

MGV-GENOME-0350225:42,982-48,729 (+)
76 79 80 81

MGV-GENOME-0364513:38,559-45,030 (+)
76

. —— S E—
MGV-GENOME-0378164:36,356-41,042 (+)

53 54 56 60 61 tRNA splicing ligase (CDS_0062) 69

MGV-GENOME-0375153:26,639-35,021 (+)
3000 nt i
DNA, RNA and nucleotide metabolism unknown function defence (PADLOC)




