84 85 86 87 88 89 90 91 92 93 94 95 96 97

uvig_581256:42,083-63,321 (+)
74 76 77 78 82 83 84 85 86

I N I
MGV- GENOME 0374195: 35 561 56,731 (+)
116 119 120

— ———
uvig . 344027 66,103-86,395 (+)
83 84

" ———
MG\/ GENOME-0375153:38,939-57,938 (+)

107 110 111

N — . - . ——
uvig | 592976 57,421-77,932 (+)

91 92

I . . S S—

uvwg 236898 41, 177 60,772 (+)
112 113 114
I I E—

uv\g_581842 57,576-77, 534( )
drt-UG17 DRT (CDS_0109)
106 108 110 111

|

|

|

\
J

uvig 595865:53,566-76,031 (+)
drt-UG17 DRT (CDS_0102)
101 103 104 108

SAMN11893762_al_ct40946_vs1:56,861-80,378 (+)

drt-UG17 DRT (CDS_0083)
82 84 85

I . R
MGV GENOME-0341767:40,883-62,501 (+ )
118 119

IMGVR_UViG_3300045988_071150|3300045988|Ga0495776_152865:58,201-79,216 (+)
100 101

I N
MG\/ GENOME-0378260:48,493-68,135 (+)
108 114 115

I | N E—
IMGVR_! UVlG 3300045988 090157|3300045988\Ga0495776 136737:57,048-77,962 (+)
97

— —— — T ———
MGV- GENOME 03851740:45,975-66,091 (+)

100 101

— ————
MGV- GENOME 0346212:45,568- 67 525 (+)
93 98 99 100 101

I
uvwg 238744:45, 201 67 525( )

9000 nt i
unknown function defence (PADLOC)




