
uvig_581842: 39,088-46,546 (+)

63 64 65 exonuclease (CDS_0066)
single strand DNA binding protein (CDS_0067)

68 69
70

71 72 73 74 75 76 77 78 79

uvig_594294: 38,201-46,299 (+)

transcriptional regulator (CDS_0069) 73 74 75 77

uvig_589523: 36,673-45,682 (+)

65
66

67 68 69 75 76

SAMN11893762_a1_ct40946_vs1: 38,348-47,428 (+)

59 65 66 67 68 70

uvig_585105: 37,742-46,460 (+)

72 73

IMGVR_UViG_3300045988_071150|3300045988|Ga0495776_152865: 41,179-49,301 (+)

81
82 83 84

MGV-GENOME-0378260: 30,149-37,741 (+)

63
64 65 66

uvig_236898: 23,265-28,660 (+)

49 51 52

MGV-GENOME-0358673: 23,555-31,562 (+)

49 50

Rampelli_HCO_61_NODE_28_length_85033_cov_14.358340: 40,504-49,271 (+)

RecT-like ssDNA annealing protein (CDS_0077) 81 Lpg2644 (VF0800) (CDS_0082)

uvig_595865: 35,546-43,013 (+)

68 69 70

MGV-GENOME-0364513: 33,390-40,088 (+)

RecT-like ssDNA annealing protein 67 68 70

MGV-GENOME-0371825: 25,027-34,721 (+)

Type_V_V_U4 Cas12 (CDS_0057) 5960 61 62 63 65

MGV-GENOME-0377832: 27,999-36,929 (+)

57
58

59 60 63

uvig_592976: 41,419-47,165 (+)

73
74

75

3000 nt

DNA, RNA and nucleotide metabolism transcription regulation unknown function defence (PADLOC) virulence (VFDB)


