
IMGVR_UViG_2529292802_000001|2529292802|2529348666|412-43594: 20,711-35,786 (+)
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IMGVR_UViG_2551306403_000002|2551306403|2551391008|87876-128024: 21,651-32,439 (+)

26 27 28 3233 34 35 36

IMGVR_UViG_2744054580_000001|2744054580|2744068368|681478-724937: 24,961-35,750 (+)
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IMGVR_UViG_3300045988_095007|3300045988|Ga0495776_001020: 20,907-32,359 (+)
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NC_028821.1: 20,522-31,618 (+)
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32 cas2_I_II_III_IV_V_VI_13 (CDS_0033)

IMGVR_UViG_3300045988_103088|3300045988|Ga0495776_112676: 20,691-33,038 (+)
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TemPhD_cluster_36719_: 20,380-30,931 (+)
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