
TemPhD_cluster_20213: 26,787-38,377 (+)

36 37

baseplate hub subunit and tail lysozyme (CDS_0038)
Rz-like spanin (CDS_0039)

40
anti-repressor (CDS_0041)

42 43 44
transcriptional regulator (CDS_0045)

46 47 48
RNA polymerase beta subunit (CDS_0049)

50

anti-CRISPR-Cas evasion by DNA repair (APIS149) (CDS_0051)

exonuclease (CDS_0052)

TemPhD_cluster_58290: 28,653-40,102 (+)

PDC-M04A_WP_207706624.1 (CDS_0040)
41 42

transcriptional regulator (CDS_0044)
45

TemPhD_cluster_34889: 27,421-37,903 (+)

Doc-like toxin (CDS_0040)
42 toxin (CDS_0043)

toxin-antitoxin system HicB-like (CDS_0044)

46

TemPhD_cluster_25351: 27,681-38,121 (+)

42 toxin (CDS_0043)
toxin-antitoxin system HicB-like (CDS_0044)

46

TemPhD_cluster_47019: 26,550-37,507 (+)

HNH endonuclease (CDS_0037) 42 43

TemPhD_cluster_60229: 20,727-31,685 (+)

33 34

IMGVR_UViG_2814123209_000001|2814123209|2814186235|673920-732891: 28,141-36,750 (+)

42 43

TemPhD_cluster_31415: 28,071-39,689 (+)

42 toxin (CDS_0043)
toxin-antitoxin system HicB-like (CDS_0044)

45 DNA methyltransferase (CDS_0050)

TemPhD_cluster_58863: 28,071-39,412 (+)

anti-repressor (CDS_0042)
43

toxin-antitoxin system HicB-like (CDS_0044)

45

TemPhD_cluster_40518: 28,032-34,703 (+)

41 42 45 46

TemPhD_cluster_59760: 27,761-34,308 (+)

anti-repressor Ant (CDS_0040)
41 44

IMGVR_UViG_2869907758_000002|2869907758|2869907758|774213-833020: 29,307-44,360 (+)

40 43 44 45 46 47 48
translation elongation factor (CDS_0049)

50

TemPhD_cluster_59053: 30,228-35,787 (+)

tail protein
38 43 44

6000 nt

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function defence (PADLOC)

anti-defence (dbAPIS)


