PDC-MO6A WP_214571852.1 (CDS_0033) baseplate hub subunit and tail lysozyme (CDS_0039)

PDC-MO06B_WP_059859626.1 (CDS_0032) transcriptional regulator (CDS_0043)
tail protein (CDS_0034) HNH endonuclease (CDS_0038) Doc-like toxin (CDS_0041)
tail fiber protein (CDS_0031) 35 36 37 Rz-like spanin (CDS_0040) 42 44 45
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TemPhD_cluster_31457:25,739-35,572 (+)

baseplate hub subunit and tail lysozyme (CDS_0038) 41 42 46
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TemPhD_cluster_39798 :24,299-35,213 (+)

antitoxin from a toxin-antitoxin system (CDS_0032) HNH endonuclease (CDS_0037) 42
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TemPhD_cluster 47019:22,575-32,203 (+)
HNH endonuclease (CDS_0028) 33
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TemPhD_cluster_60229:16,858-26,381 (+)
toxin-antitoxin system HicB-like (CDS_0044)

ribonuclease toxin of AT system (CDS_0033) HNH endonuclease (CDS_0038) 42 toxin (CDS_0043)
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TemPhD_cluster_31415:24,245-34,380 (+)
HNH endonuclease (CDS_0038)
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TemPhD_cluster_58863:24,245-34,103 (+)
tail protein 40 Doc-like toxin (CDS_0041) 44 45 46

IMGVR_UViG_2869907758_000002|2869907758|2869907758|774213-833020: 28,840-34,639 (+)
4000 nt i
DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (PADLOC)
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