
SAMN09781777_a1_ct21303: 33,276-39,752 (+)

40 41 42 43 44
45

46 47 48
DnaB-like replicative helicase (CDS_0049)

50 51

IMGVR_UViG_3300045988_044607|3300045988|Ga0495776_077412: 31,246-38,071 (+)

34 36 38 39

uvig_415171: 29,485-39,557 (-)

35
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0036)
3738394145

MGV-GENOME-0336003: 29,408-40,192 (-)

34
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0035)

363738

MGV-GENOME-0337542: 31,212-41,452 (-)

373839
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0040)

41424344

IMGVR_UViG_3300045988_111140|3300045988|Ga0495776_017933: 30,666-41,348 (-)

303233373839
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0040)

41

MGV-GENOME-0323095: 32,814-40,965 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0045) 46

uvig_351147: 26,040-34,191 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0037)

MGV-GENOME-0294441: 12,016-25,184 (-)

232425
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0026)

272829303135transposase (CDS_0038)39

IMGVR_UViG_3300045988_136847|3300045988|Ga0495776_020315: 31,148-39,511 (-)

343536

uvig_593129: 31,407-40,113 (-)

37383940

Monaco_MBA1053_NODE_4_length_63305_cov_143.490783: 31,110-40,793 (-)

34353638radical SAM domain protein (CDS_0043)

uvig_594436: 30,110-40,075 (-)

34353638394144

uvig_98879: 25,878-35,829 (+)

32 35 36 37

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0038)
dUTPase (CDS_0039)

40 NinB/ Orf homologous recombination mediator

MGV-GENOME-0316920: 20,940-30,581 (-)

34353637
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0038)

39

IMGVR_UViG_3300045988_066153|3300045988|Ga0495776_011792: 33,765-40,525 (+)

42 46 47 48 49

uvig_481410: 28,880-37,539 (+)

37 41

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0042)
dUTPase (CDS_0043)

44

uvig_589834: 31,126-39,676 (-)

3536
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0037)

383941PrrC__EcoprrI (CDS_0042)

IMGVR_UViG_3300045988_141173|3300045988|Ga0495776_111713: 30,066-36,598 (-)

363738

IMGVR_UViG_3300045988_070549|3300045988|Ga0495776_005421: 30,777-39,338 (+)

37 43 44 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0045)

MGV-GENOME-0321440: 32,556-40,677 (+)

42 46 47 48 MTase_II_00072 Type (CDS_0049)

MGV-GENOME-0334890: 29,245-38,367 (-)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0034)
3536374044

MGV-GENOME-0277249: 22,103-31,318 (+)

36 37 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0038)

SAMN09781780_a1_ct1631: 32,870-40,063 (-)

36373844

Monaco_MBA4025_NODE_12_length_64919_cov_24.235693: 35,498-46,216 (-)

363738
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0039)
404347

MGV-GENOME-0310304: 25,024-34,535 (+)

25 26 33 34 35

SAMN09781736_a1_ct7119: 33,455-43,816 (-)

3738MTase_II_00094 Type (CDS_0043)4546

5000 nt

DNA, RNA and nucleotide metabolism integration and excision other unknown function defence (DefenseFinder) defence (PADLOC)


