PrrC__Ecoprrl (CDS_0042) MTase_lI_00094 Type (CDS_0052)
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uvig_589834:37,237-44,959 (+)
39 41 44 45 46

uvig_594436:34,933-42,592 (+)
40 42 radical SAM domain protein (CDS_0043)
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Monaco_ MBA1053 _NODE 4 length_63305_cov_143.490783:36,300-42,878 (+)
47 51 52 53 transposase (CDS_0056)
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uvig_415171: 38,940-46,706 (+)
43 44 45

I E— R E—
MGV-GENOME-0336003: 36,338-43,907 (+)
47 48 52 56
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IMGVR_UViG_3300045988_111140|3300045988|Ga0495776_017933: 38,493-49,306 (+)
42 44 48

—
IMGVR_UViG_3300045988_141173|3300045988|Ga0495776_111713:35,564-43,897 (+)
transposase (CDS_0038)
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MGV-GENOME-0294441: 20,378-28 894 (+)
40 44 45

— — — — S —— E—
SAMNO09781780_al ct1631:37,032-42,788 (+)

43 44 45

— I —— E—
MGV-GENOME-0316920:27,773-33,247 (+)

40 44
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MGV-GENOME-0334890: 34,977-41,069 (+)

33 29
N SR [ 5 SO gy WD WOS— W W W
MGV-GENOME-0277249:19,401-25,587 (-)

4445 46
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IMGVR_UViG_3300045988_149572|3300045988|Ga0495776_009724:36,556-43,877 (+)
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