
IMGVR_UViG_3300045988_136847|3300045988|Ga0495776_020315: 18,192-26,654 (+)
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Monaco_MBA1053_NODE_4_length_63305_cov_143.490783: 17,980-26,272 (+)
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IMGVR_UViG_3300045988_111140|3300045988|Ga0495776_017933: 17,708-25,509 (+)
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MGV-GENOME-0335671: 16,580-22,918 (+)
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IMGVR_UViG_3300045988_149572|3300045988|Ga0495776_009724: 17,281-24,571 (+)
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SAMN09781780_a1_ct1631: 17,666-27,206 (+)
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MGV-GENOME-0316920: 2,386-16,912 (+)
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5000 nt

head and packaging unknown function defence (PADLOC)


