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MGV-GENOME-0297176:10,668-20,343 (-)
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MGV-GENOME-0377773:130,969-141,038 (-)
RM_Type_lIG_Type_IIG_1(CDS_0022) 23 24 25
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MGV-GENOME-0248459: 14,061-25,775 (+)
RM_Type_lIG_Type_IIG_1(CDS_0107) 106 105 104
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MGV-GENOME-0376424:21,515-31,921 (+)

RM__Type_|_S_06 (CDS_0051)
RM_Type_lIG_Type_IIG_1 (CDS_0050) 52 53 54 55
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IMGVR_UViG_3300045988_186880|3300045988|Ga0495776_071386|56385-195918: 38,243-51,183 (+)
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HNH endonuclease (CDS_0017)
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DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder) defence (PADLOC)




