
MGV-GENOME-0294991: 23,685-35,139 (+)

26

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0027)

MTase_II_00164 Type (CDS_0028)
MTase_II_00164 Type (CDS_0029)

homing endonuclease (CDS_0030)

MTase_II_00083 Type (CDS_0031)

32
REase_II_00020 Type (CDS_0033)

34 35 36 37 38
DarTG__DarG (CDS_0039)

40 41

IMGVR_UViG_3300029743_000171|3300029743|Ga0245246_100246: 69,284-83,344 (-)

105106107108109
Specificity_II_00002 Type (CDS_0110)

RM_Type_IIG__Type_IIG_1 (CDS_0111)Cas14u CAS-V-F; (CDS_0114)

MGV-GENOME-0281096: 10,633-23,308 (-)

18212223
Specificity_II_00002 Type (CDS_0024)

RM_Type_IIG__Type_IIG_1 (CDS_0025)

MGV-GENOME-0371797: 83,761-93,226 (-)

116117118

MGV-GENOME-0282272: 21,180-33,443 (+)

29 30 31

MGV-GENOME-0297218: 24,883-35,205 (+)

33 34 35 36

IMGVR_UViG_3300045988_186722|3300045988|Ga0495776_122469|11010-117869: 95,707-106,027 (-)

135136137138

IMGVR_UViG_3300045988_182931|3300045988|Ga0495776_110492: 118,828-128,122 (-)

160161

MGV-GENOME-0372966: 24,928-37,392 (+)

RM_Type_IIG__Type_IIG_1 (CDS_0029)
Specificity_II_00002 Type (CDS_0030)

PDC-S35_WP_073220906.1 (CDS_0031)

32 33

IMGVR_UViG_3300029523_000270|3300029523|Ga0244821_100095|3-115994: 77,838-87,513 (-)

110111

IMGVR_UViG_3300029118_000139|3300029118|Ga0168844_100123: 25,117-34,792 (+)

30 31

MGV-GENOME-0297176: 10,668-20,343 (-)

222324

MGV-GENOME-0377773: 130,969-141,038 (-)

168169170

MGV-GENOME-0248459: 14,061-25,775 (+)

RM_Type_IIG__Type_IIG_1 (CDS_0022) 23 24 25

IMGVR_UViG_3300029256_000229|3300029256|Ga0168827_100084|117-116608: 75,932-87,646 (-)

104105106RM_Type_IIG__Type_IIG_1 (CDS_0107)

MGV-GENOME-0376424: 21,515-31,921 (+)

29 30 31

IMGVR_UViG_3300045988_186880|3300045988|Ga0495776_071386|56385-195918: 38,243-51,183 (+)

RM_Type_IIG__Type_IIG_1 (CDS_0050)
RM__Type_I_S_06 (CDS_0051)

52 53 54 55

MGV-GENOME-0335815: 23,167-35,872 (+)

MTase_II_00083 Type (CDS_0032)
Thoeris__ThsB_Global (CDS_0033)

REase_II_00020 Type (CDS_0034) 35 36

MGV-GENOME-0313737: 14,730-25,445 (-)

24
REase_II_00020 Type (CDS_0025)

MTase_II_00083 Type (CDS_0026)

IMGVR_UViG_3300029341_000344|3300029341|Ga0243736_1000019|3-130813: 83,502-96,308 (-)

119120121
REase_II_00020 Type (CDS_0122)
123MTase_II_00083 Type (CDS_0124)

MGV-GENOME-0376096: 18,903-31,557 (+)

MTase_II_00083 Type (CDS_0025)

Thoeris__ThsB_Global (CDS_0026)
REase_II_00020 Type (CDS_0027)

28 29 30

MGV-GENOME-0260010: 14,284-27,734 (+)

MTase_II_00083 Type (CDS_0023)

Thoeris__ThsB_Global (CDS_0024)
REase_II_00020 Type (CDS_0025)

26 27 28 29 30

MGV-GENOME-0312697: 27,417-38,516 (+)

MTase_II_00083 Type (CDS_0032)
33

REase_II_00020 Type (CDS_0034)

35 36

MGV-GENOME-0286329: 10,471-23,174 (-)

212223242526

MGV-GENOME-0303632: 10,588-23,101 (-)

21222324
HNH endonuclease (CDS_0025)

26

MGV-GENOME-0244188: 12,603-25,116 (+)

16
HNH endonuclease (CDS_0017)

18 19 20 21

MGV-GENOME-0375541: 6,603-20,108 (+)

10 11 12 13 14 15

5000 nt

DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder) defence (PADLOC)


