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MGV-GENOME-0376424:5,289-20,910 (+)
140 139 138 133

IMGVR_UViG_3300029341 OOOS44|3300029341\GaO243786 1000019|3 130813 96,909-110,131 (-)
130 129
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IMGVR_UViG_3300045988 183043|3300045988\Ga0495776 122416 93 833-106,371(-)

RM_Type_lI_Type_ll_MTases_FAM_1 (CDS_0174)
184 183 181 180 179 175
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MGV-GENOME-0377773: 139,696-154,799 (-)
119
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\MGVR UViG_3300029743_000171[3300029743|Ga0245246_100246:82,856-96,710 (-)
174 171 170 169

IMGVR_UViG_3300045988_182931[3300045988|Ga0495776_110492:127,634-141,346 (-)
6000 nt i
integration and excision unknown function defence (DefenseFinder)




