tail fiber protein (CDS_0020)
tail protein (CDS_0022)
L holin (CDS_0024) Retron_VI_HTH (CDS_0035)
minor tail protein (CDS_0019; endolysin (CDS_0026) DNA binding protein (CDS_0034)
tail protein | 21 23 25 AbiD_AbiD (CDS_0027) 28 29 30 31 32 33 | 36
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TemPhD_cluster_29776:17,537-27,864 (+)
AbiD_AbiD (CDS_0026) 27 28 29 retron_type_VI_hth_cluster2_1 (CDS_0034)

TemPhD_cluster_42268:17,230-27,547 (+)
holin (CDS_0024)
17 tail protein (CDS 0018) tail protein (CDS_0022) 23 endolysin (CDS_0025) 26 27 28

TemPhD_cluster_15448:15,491-26,224 (+)
22 holin (CDS_0023) 26 27 28 29 integrase (CDS_0030)

TemPhD_cluster_36356:16,511-27,437 (+)
holin (CDS_0024) 26 27 28 29 30 integrase (CDS_0031) retron_type_VI_hth_cluster2_1 (CDS_0036)

TemPhD_cluster_27609: 16,216-27,641 (+)
26 27 integrase (CDS_0028)

TemPhD_cluster_27847:16,512-26,861 (+)
MazF-like growth inhibitor (CDS_0028)
26 27 29 30 31 integrase (CDS_0032) 33 3738 40 41

TemPhD_cluster_22580: 16,215-27,714 (+)
minor tail protein (CDS_0018) 21 AbiD (CDS_0024) 25 26 27 28 29

TemPhD_cluster_32330: 15,184-28,279 (+)
AbiD (CDS_0025) integrase (CDS_0026)

TemPhD_cluster 42614:15,172-26,168 (+)
5000 nt {
DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcriptionregulation unknown function
— I —_—

defence (DefenseFinder) defence (PADLOC)




