
MGV-GENOME-0320787: 37,513-44,154 (+)
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retron_type_VI_hth_cluster2_1 (CDS_0044)
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anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0049)
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MGV-GENOME-0319568: 37,293-43,885 (+)
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SAMN10080891_a1_ct1385: 37,920-43,971 (+)
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uvig_584629: 38,101-44,662 (+)
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SAMN09781790_a1_ct7968: 38,101-44,385 (+)
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IMGVR_UViG_3300045988_180405|3300045988|Ga0495776_005435: 37,554-44,537 (+)
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uvig_590677: 37,711-43,844 (+)
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IMGVR_UViG_3300029326_000004|3300029326|Ga0243238_100213: 39,614-45,330 (+)
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MGV-GENOME-0325282: 39,614-45,227 (+)
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2000 nt

unknown function defence (PADLOC) anti-defence (dbAPIS)


