Cl-like repressor (CDS_0029) MazG-like pyrophosphatase (CDS_0036)
27 28 30 31 32 33 34 35 37 anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0038)
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|
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IMGVR_UViG_3300007995_000056|3300007995/Ga0111049_100036: 24,733-32,960 (+)
DNA binding protein (CDS_0028)
Cl-like repressor (CDS_0025)
26 29

w
w

35 36

|
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|
|
|

IMGVR_UViG_3300045988_008271|3300045988|Ga0495776_153035:20,258-28,861 (+)
holin (CDS_0021)

tail protein (CDS_0018) 19 20 endolysin (CDS_0022)23 26 27
| N N N E—— I R _— - I A |
IMGVR_UViG_3300045988_065719|3300045988|Ga0495776_ 147624 18,044-30,568 (+)
transcriptional regulator (CDS_0025)
26 DNA binding protein (CDS_0028) MTase_|I_00074 Type (CDS_0035)

I R
SRS015574_al_ct21361:22,212-31,023 (+)
DNA binding protein (CDS_0028)

IMGVR _UViG_3300008637_000001|3300008637|Ga0115682 100035:22,148-29,957 (+)
DNA binding protein (CDS_0028)
26 29

w
w

IMGVR_UViG_3300007888_000021|3300007888|Ga0111236_100020: 19,119-27.534 (+)
40 42

SRS063485 a1l ct16551 vs1:26,349-34,884 (+)
DNA binding protein (CDS_0028)
holin (CDS_0021) 23 27 29 30

g

IMGVR_UViG_3300008382_000008|3300008382|Ga0114861_1000038: 20,388-30,773 (+)
DNA blndlng protein (CDS_0027)
28 29

!
i
i
%

IMGVR_UViG_7000000294_000004|7000000294|SRS023354_LANL _scaffold_4805: 18,250-30,453 (+)

DNA binding protein (CDS_0029)
28 30 31

IMGVR_UViG_33000062 14_000002|3300006214|Ga0099388_100011: 22,863-30,857 (+)
DNA binding protein (CDS_0029)
28 30 31 MazG-like pyrophosphatase (CDS_0035)

IMGVR_UViG_3300007047_000002|3300007047|Ga0102637_100027: 22,477-30,873 (+)
holin (CDS_0021)
holin (CDS_0020) DNA binding protein (CDS_0028)
\ endolysin (CDS_0022) 27 29 30

gﬁ

IMGVR_UViG_3300007087_000067|3300007087|Ga0102673_100026|1937-41339: 20,465-30,791 (+)
5000 nt i
DNA, RNA and nucleotide metabolism integration and excision lysis other tail transcriptionregulation unknown function defence (PADLOC) anti-defence (dbAPIS)
N — I L]




