
SRS063485_a1_ct16551_vs1: 28,489-36,740 (+)

transcriptional regulator (CDS_0036)
37 38

Erf-like ssDNA annealing protein (CDS_0039)
40 41 42

MazG-like pyrophosphatase (CDS_0043)
44 45

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0046)

47
DNA methyltransferase (CDS_0048)

49

DNA binding protein (CDS_0050)

replication terminator (CDS_0051)

IMGVR_UViG_3300007888_000021|3300007888|Ga0111236_100020: 22,703-30,837 (+)

27 DNA binding protein (CDS_0028) 31 34 35 37 RM_Type_II__Type_II_MTases_FAM_3 (CDS_0042)

IMGVR_UViG_3300007995_000056|3300007995|Ga0111049_100036: 28,254-36,071 (+)

37
oMTase_00019 orphan (CDS_0039)

40 45

SRS015574_a1_ct21361: 25,802-33,747 (+)

33
MTase_II_00074 Type (CDS_0035)

MTase_II_00072 Type (CDS_0037)

IMGVR_UViG_2531839545_000002|2531839545|2531910237|66013-103275: 24,745-32,134 (+)

36 MTase_II_00058 Type (CDS_0039) 44

IMGVR_UViG_3300007087_000067|3300007087|Ga0102673_100026|1937-41339: 27,311-34,493 (+)

MTase_II_00058 Type (CDS_0039)

IMGVR_UViG_2881641982_000001|2881641982|2881641984|27110-62405: 23,734-30,300 (+)

31 36

IMGVR_UViG_3300007047_000002|3300007047|Ga0102637_100027: 24,618-33,489 (+)

28
DNA binding protein (CDS_0029)

30 31 MazG-like pyrophosphatase (CDS_0035) 39

3000 nt
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