
IMGVR_UViG_3300008382_000008|3300008382|Ga0114861_1000038: 9,025-27,528 (+)

15
distal tail protein Dit (CDS_0016)

tail fiber protein and host specificity (CDS_0017)
tail protein (CDS_0018)

19 20

holin (CDS_0021)
endolysin (CDS_0022)

23 24 25 26 27
DNA binding protein (CDS_0028)

29 30 31

IMGVR_UViG_7000000294_000004|7000000294|SRS023354_LANL_scaffold_4805: 9,025-27,208 (+)

20
holin (CDS_0021)

endolysin (CDS_0022)

IMGVR_UViG_3300006214_000002|3300006214|Ga0099388_100011: 9,025-27,612 (+)

holin (CDS_0020)

holin (CDS_0021)
endolysin (CDS_0022)

23 24

IMGVR_UViG_3300007047_000002|3300007047|Ga0102637_100027: 8,427-27,224 (+)

14 distal tail protein Dit (CDS_0016) holin (CDS_0020) 21
endolysin (CDS_0022)

23 24

IMGVR_UViG_3300007995_000056|3300007995|Ga0111049_100036: 9,026-30,189 (+)

20

holin (CDS_0021)
endolysin (CDS_0022)

23

Type IV pili (VF1229) (CDS_0024)

25 26
CI-like repressor (CDS_0029)

30 32 33

IMGVR_UViG_3300045988_065719|3300045988|Ga0495776_147624: 9,025-29,109 (+)

20

holin (CDS_0021)
endolysin (CDS_0022)

23 31

IMGVR_UViG_3300008089_000184|3300008089|Ga0104978_1000120|8739-48674: 9,082-28,225 (+)

holin (CDS_0020)

holin (CDS_0021)
endolysin (CDS_0022)

23 24 28 DNA binding protein (CDS_0030)

IMGVR_UViG_3300008720_000019|3300008720|Ga0115616_100026|2031-41365: 9,034-28,360 (+)

holin (CDS_0020)

holin (CDS_0021)
endolysin (CDS_0022)

23 24

IMGVR_UViG_3300006521_000011|3300006521|Ga0101032_100014|13702-53875: 9,034-29,199 (+)

holin (CDS_0020)

holin (CDS_0021)
endolysin (CDS_0022)

23 24 25

IMGVR_UViG_3300006563_000054|3300006563|Ga0100369_100006|4311-43981: 9,082-27,960 (+)

holin (CDS_0020)

holin (CDS_0021)
endolysin (CDS_0022)

23 24

IMGVR_UViG_3300008637_000001|3300008637|Ga0115682_100035: 9,026-27,227 (+)

holin (CDS_0020) 21Autolysin (VF0143) (CDS_0022)
DNA binding protein (CDS_0028)

SRS063485_a1_ct16551_vs1: 9,021-33,004 (+)

holin (CDS_0020) 21
Autolysin (VF0143) (CDS_0022)

23 2425 26 2728 29 30
Type IV pili (VF1229) (CDS_0031)

32 33 40

9000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis tail transcription regulation unknown function virulence (VFDB)


