guanylate kinase (CDS_0132)
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uvig_436776:75,072-82,115 (+)
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MGV-GENOME-0361170:77,096-83,842 (+)
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uvig_156408:88,920-95,503 (+)
164 165

IMGVR UViG_3300029119_000352|3300029119|Ga0168816_100041|78837-182698: 92,603-99,759 (+)
162 163

WIGVR UViG_3300029251_000468|3300029251|Ga0167475_100140[2424-105010: 91,327-98,484 (+)
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MGV-GENOME-0358883:77,919-84,863 (+)
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MGV-GENOME-0372823:79,109-85,720 (+)
72 guanylate kinase (CDS_0073) tRNA-Trp(CCA) 78
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MG\/ GENOME-0331980:48,529-57,314 (+)
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MGV- GENOME 0374855:92,778-101,560 (+)
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MGV GENOME-0327755:47,242-55,067 (+)
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MG\/ GENOME 0372326:73,687-80,106 (+)
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MGV~ GENOME 03869422:67,378-73,958 (+)
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MGV-GENOME-0362406:84,142-90,803 (+)
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MGV-GENOME-0350001: 66,653-73,369 (+)
109 110

uvig_42846:74,855-81,488 (+)
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IMGVR_UViG_3300045988_025709|3300045988|Ga0495776_176271:86,111-92,939 (+)
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uvlg_462348 79,045-85,874 (+)
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MGV- GENOME 0358356:77,269-83,864 (+)
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uvig 41893:71,739-78,467 (+)
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IMGVR_UViG_3300045988_023961|3300045988|Ga0495776_174248:90,751-97,941 (+)
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MGV-GENOME-0357997:75,974-83,253 (+)
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uvig 200561:59,314-66,273 (+)
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IMGVR_UViG_3300045988_037875|3300045988|Ga0495776_164535:91,623-97,944 (+)
164 165 166 167 171

uvig 460695:93,917-101,550 (+)
guanylate kinase (CDS_0103)
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uvig_504453:64,096-69,873 (+)
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other transcriptionregulation unknown function tRNA
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