
uvig_152180_: 30,281-37,061 (+)

49 50

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0051)

52
ParB-like partition protein (CDS_0053)

54 55 56 57 58 59
HNH endonuclease (CDS_0060)

DNA helicase (CDS_0061)

SRS015854_a1_ct22312_vs1: 32,124-38,142 (+)

ParB-like partition nuclease (CDS_0056) 57 63 64 phosphoadenosine phosphosulfate reductase

MGV-GENOME-0318689: 32,120-37,127 (+)

55

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0056)
ParB-like partition nuclease (CDS_0058)

59

uvig_460920: 27,824-36,473 (+)

RusA-like Holliday junction resolvase (CDS_0042)

43

homing endonuclease (CDS_0044)
replisome organizer (CDS_0045)

46 ParB-like partition protein (CDS_0050) 51

IMGVR_UViG_3300045988_124774|3300045988|Ga0495776_093604: 30,947-38,018 (+)

55 58 ParB-like partition protein (CDS_0062)

uvig_105272: 32,294-38,409 (+)

55

IMGVR_UViG_3300045988_146506|3300045988|Ga0495776_078282: 29,975-36,092 (+)

55

IMGVR_UViG_7000000609_000045|7000000609|SRS056519_LANL_scaffold_35948: 27,475-35,495 (+)

42 44 45
DnaD-like helicase loader (CDS_0046)

47 50 51 52 57

IMGVR_UViG_3300008129_000008|3300008129|Ga0114848_100322: 27,134-35,488 (+)

41 DnaD-like helicase loader (CDS_0046) 49 50 51

IMGVR_UViG_3300045988_132898|3300045988|Ga0495776_057636: 28,774-37,247 (+)

49
ParB-like partition nuclease (CDS_0051)

52

3000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder)


