sat4-NCBIFAM streptothricin N-acetyltransferase Sat4 (NFO00360.1) (CDS_0061)

phosphoadenosine phosphosulfate reductase (CDS_0060) nucleoside triphosphate pyrophosphohydrolase (CDS_0076)
ParB-like partition protein (CDS_0058) nucleoside triphosphate pyrophosphohydrolase (CDS_0075)
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