
uvig_460920: 36,480-43,123 (+)

ParB-like partition protein (CDS_0058)
59

phosphoadenosine phosphosulfate reductase (CDS_0060)
sat4-NCBIFAM streptothricin N-acetyltransferase Sat4 (NF000360.1) (CDS_0061)

62 63 64 65 66 67 68 69 70 71 72 73 74
nucleoside triphosphate pyrophosphohydrolase (CDS_0075)
nucleoside triphosphate pyrophosphohydrolase (CDS_0076)

77

MGV-GENOME-0317550: 36,101-42,511 (+)

65 66 67 68 69 70 71 73

IMGVR_UViG_3300045988_124774|3300045988|Ga0495776_093604: 36,989-42,749 (+)

67 68 69 70 71 72 73

IMGVR_UViG_3300008129_000008|3300008129|Ga0114848_100322: 37,402-42,925 (+)

66 67 68 69 70

IMGVR_UViG_3300045988_120940|3300045988|Ga0495776_057375: 37,204-42,671 (+)

64 65 66 67

uvig_105272: 37,380-43,137 (+)

64 65 66 67

Minot_Diet_SRR5088940_NODE_35_length_52943_cov_139.681043: 37,578-43,080 (+)

67 68 69 70 71 72

MGV-GENOME-0317772: 37,254-43,029 (+)

64 65 66 67 68 73 74

IMGVR_UViG_3300045988_132898|3300045988|Ga0495776_057636: 37,254-43,029 (+)

64 65 66 67 68 73

uvig_152180_: 37,068-43,388 (+)

67 68 69 70 71 72

IMGVR_UViG_3300045988_146506|3300045988|Ga0495776_078282: 35,063-40,921 (+)

64 65 66 67

2000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function AMR (AMRFinderPlus)


