endonuclease (CDS_0023)

internal virion protein (CDS_0012) DNA helicase (CDS_(T021)
internal virion protein (CDS_0013) tRNA-Gly(GCC)SspD_00001 SspD (CDS_0024)
| endolysin (CDS_0014) tail fiber protein (CDS_0017) anti-TA (APIS117) (CDS_0025)
tail protein (CDS_0011) 15 16 18 [19 20 22| | 26
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IMGVR_UViG_2565957129_000009|2565957129|2566045177:7,290-30,254 (+)

tail fiber protein (CDS_0017)
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17  tail fiber protein (CDS_0018)
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tail fiber protein (CDS_0017)
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endolysin (CDS_0020)
tail fiber protein (CDS_0017)

1819 | 21 22 23

i%

IMGVR_UVIG_2565956949_000007|2565956949]2566019451|17031-59564:7,290-33,023 (+)
tail fiber protein (CDS_0017) polymerase (CDS_0024)
1819 20 21 22 23 Ttransposase (CDS_0025)

E

IMGVR_UVIG_2565956955_000012|2565956955]2566020435|3-42553:7,290-33,040 (+)

tail protein (CDS_0017) HNH endonuclease (CDS_0023)
14 15 18 19 20 T RusA-like Holliday junction resolvase (CDS_0025)
I T F— I E————— S E A €| S
IMGVR_UViG_3300014901_000002|3300014901|Ga0121380_100050: 6,818-30,426 (+)
14 16 tail protein (CDS_0017) 18 19 20 21 22 23 2628 30

IMGVR_UViG_2551306315_000015|2551306315|2551377780(73467-116462: 6,842-34,013 (+)
tail protein (CDS_0018)
1617 19 202122 23 24 27
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TemPhD_cluster_41663: 6,944-33,341 (+)

RusA-like Holliday junction resolvase (CDS_0030)
tail protein (CDS_0018) 19 2021 22 23 24 25 28
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17 18 1920 21 22 23 27

tail protein (CDS_0019)
1718 202122 23 24 27
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TemPhD_cluster_27305: 6,818-32,534 (+)
O-acetyltransferase (CDS_0016)

endolysin (CDS_0018)

tail protein (CDS_0015) | 17 19 20 21 2223 DNA methyltransferase (CDS_0026)

IMGVR_UViG_3300011747_000012|3300011747|Ga0120842_10046[44164-87208: 6,872-34,180 (+)
tail fiber protein (CDS_0019)
14 15 16 18 202122 23 24 2526

IMGVR_UVIG_2671180272_000009|2671180272|2671207215[42611-87162: 6,818-35,548 (+)

tail protein (CDS_0018) nucleoside triphosphate pyrophosphohydrolase (CDS_0028)
19 20 21 22 23 26 |
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IMGVR_UViG_2551306305_000003|2551306305|2551375213|7134-50305: 6,818-34,101 (+)
tail fiber protein (CDS_0019) Rst_3HP_Hp1 (CDS_0025)
14 15 18 2021 22 23 24 26 32

IMGVR_UVIG_2636415501_000007|2636415501|2636426763|49-46002: 6,917-35,369 (+)

tail fiber protein (CDS_0021)
1920 222324 25 26 27
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IMGVR_UViG_2724679003_000005|2724679003|2724692768|221873-266677:7,298-34,655 (+)

tail fiber protein (CDS_0018)
1920 21 22 23 26
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IMGVR_UVIG_2565956901_000004|2565956901|2566013444(6481-49617: 6,926-33,943 (+)
endolysin (CDS_0019)
tail protein (CDS_0016)
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IMGVR_UViG_2925575597_000003|292557559712925575597|1361110-1404513: 6,821-33,504 (+)
endolysin (CDS_0022)
tail protein (CDS_0019)
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IMGVR_UViG_2531839350_000006|2531839350|2531889983|39899-84577: 6,834-34,906 (+)
22
9 1415 16 18 19 2021 [23

\MG\/R,UViG,2582580790,000008|2582580;90\2582638044|59985-101093: 6,368-27,778 (+)
10000 nt i
DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis other tail unknown function defence (DefenseFinder) defence (PADLOC)
— I —_—

anti-defence (dbAPIS) tRNA pseudogene
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