
TemPhD_cluster_21723: 26,283-33,373 (+)

DNA helicase (CDS_0027)
28 29

endonuclease (CDS_0030)
RusA-like Holliday junction resolvase (CDS_0031)

anti-TA (APIS117) (CDS_0032) 33 34 35

TemPhD_cluster_41663: 27,290-34,436 (+)

25 27 RusA-like Holliday junction resolvase (CDS_0029)

IMGVR_UViG_2531839460_000002|2531839460|2531899659|744615-788531: 28,807-35,780 (+)

28

IMGVR_UViG_2551306305_000003|2551306305|2551375213|7134-50305: 27,898-35,196 (+)

26 nucleoside triphosphate pyrophosphohydrolase (CDS_0028)

IMGVR_UViG_2531839350_000006|2531839350|2531889983|39899-84577: 28,586-36,011 (+)

30 31

TemPhD_cluster_27305: 26,454-33,841 (+)

27 33

IMGVR_UViG_2537562052_000005|2537562052|2537621129|6955-50613: 28,087-35,688 (+)

26 27

IMGVR_UViG_3300011372_000020|3300011372|Ga0120713_10016|90-44459: 29,330-36,429 (+)

DNA methyltransferase (CDS_0033)
34

IMGVR_UViG_3300011747_000012|3300011747|Ga0120842_10046|44164-87208: 27,824-35,275 (+)

DNA methyltransferase (CDS_0026) 27

IMGVR_UViG_2565956901_000004|2565956901|2566013444|6481-49617: 27,798-35,038 (+)

26 27

IMGVR_UViG_2671180272_000009|2671180272|2671207215|42611-87162: 29,192-36,649 (+)

29 30

IMGVR_UViG_2925575597_000003|2925575597|2925575597|1361110-1404513: 27,745-35,546 (+)

DNA methyltransferase (CDS_0028) 29

IMGVR_UViG_2636415501_000007|2636415501|2636426763|49-46002: 29,693-37,333 (+)

29 30 32

IMGVR_UViG_2551306315_000015|2551306315|2551377780|73467-116462: 28,328-35,108 (+)

26 28 30

IMGVR_UViG_3300014901_000002|3300014901|Ga0121380_100050: 24,367-32,819 (+)

HNH endonuclease (CDS_0023)
RusA-like Holliday junction resolvase (CDS_0025)

exonuclease (CDS_0030)

IMGVR_UViG_2582580790_000008|2582580790|2582638044|59985-101093: 26,387-34,480 (+)

RusA-like Holliday junction resolvase (CDS_0027)

IMGVR_UViG_3300011498_000011|3300011498|Ga0122072_100072|10700-49801: 23,839-31,888 (+)

RusA-like Holliday junction resolvase (CDS_0027)

IMGVR_UViG_2744054899_000008|2744054899|2744100639|85825-126559: 24,618-31,214 (+)

HNH endonuclease (CDS_0028)
pyrophosphatase (CDS_0030)

MGV-GENOME-0266975: 18,811-31,149 (+)

transcriptional regulator (CDS_0019)
tail protein (CDS_0020)

tRNA-Gly(GCC)
21 26 RusA-like Holliday junction resolvase (CDS_0027)

IMGVR_UViG_2537562060_000012|2537562060|2537622021|131638-171459: 24,839-31,867 (+)

28

IMGVR_UViG_2660238085_000014|2660238085|2660261689|3-37331: 18,464-29,374 (+)

tail fiber protein (CDS_0018)
19 20 21 22 24

4000 nt

DNA, RNA and nucleotide metabolism other tail transcription regulation unknown function anti-defence (dbAPIS) pseudogene


