
TemPhD_cluster_58595: 16,839-29,642 (+)

21 22 23 24 25 26 2728 29 30 31 32 33 34 35 36 37 38 39 40 41

TemPhD_cluster_58594: 21,141-33,945 (-)

29303132333435363738

TemPhD_cluster_58496: 18,246-30,196 (+)

25 2627 28 29 30 31 32 33

TemPhD_cluster_47488_: 19,390-32,174 (-)

28
2930

HNH endonuclease (CDS_0031)

3233343536373839

TemPhD_cluster_12061: 26,227-37,667 (-)

3738394041424344

TemPhD_cluster_29100: 15,913-27,686 (+)

24 25 26 27 28 29 30 31 32

TemPhD_cluster_31460: 21,438-33,222 (-)

3031323334353637

TemPhD_cluster_58608: 21,096-34,570 (-)

303132
HNH endonuclease (CDS_0033)

3435363738394041

TemPhD_cluster_47095: 15,527-24,499 (+)

22

TemPhD_cluster_25424: 23,897-32,821 (-)

31

TemPhD_cluster_48346: 15,527-24,484 (+)

22

TemPhD_cluster_57134: 34,020-43,540 (-)

424344

TemPhD_cluster_46597: 16,030-26,273 (+)

24
HNH endonuclease (CDS_0025)

26

TemPhD_cluster_34742: 24,492-34,735 (-)

30
HNH endonuclease (CDS_0031)

32

TemPhD_cluster_40957: 18,464-28,717 (-)

2728

TemPhD_cluster_48544: 15,919-26,172 (+)

22 23

TemPhD_cluster_35146: 21,783-32,256 (-)

303132
HNH endonuclease (CDS_0033)

34

TemPhD_cluster_21022: 15,619-26,092 (+)

25
HNH endonuclease (CDS_0026)

27 2829

TemPhD_cluster_57938: 15,158-25,639 (+)

22
HNH endonuclease (CDS_0023)

24 25

TemPhD_cluster_34639: 24,475-34,946 (-)

3031
HNH endonuclease (CDS_0032)

33

TemPhD_cluster_46788: 16,121-26,634 (+)

24
HNH endonuclease (CDS_0025)

26

TemPhD_cluster_46701: 25,982-36,242 (-)

33
HNH endonuclease (CDS_0034)

35

TemPhD_cluster_47686_: 22,776-32,572 (-)

33

TemPhD_cluster_19258: 16,331-26,228 (+)

24

TemPhD_cluster_31597: 22,370-32,241 (-)

3132

TemPhD_cluster_23230: 24,817-33,815 (-)

35

TemPhD_cluster_47540_: 15,432-24,430 (+)

24

TemPhD_cluster_31667: 23,109-32,308 (-)

3233

TemPhD_cluster_57027: 14,320-23,061 (+)

21 22

TemPhD_cluster_58170: 28,103-37,248 (-)

36
3738

TemPhD_cluster_25438: 22,800-31,841 (-)

3233

TemPhD_cluster_25440: 15,549-24,590 (+)

21 22

TemPhD_cluster_47745: 23,431-32,435 (-)

30

TemPhD_cluster_58219: 27,465-36,985 (-)

3334

TemPhD_cluster_47747: 14,877-24,398 (+)

22 23

TemPhD_cluster_40778: 15,237-24,280 (+)

22

TemPhD_cluster_60055: 21,046-30,082 (-)

30

TemPhD_cluster_56459: 15,214-25,492 (+)

23 24 25

TemPhD_cluster_56453: 15,400-25,678 (+)

23 24 25

TemPhD_cluster_59722: 21,070-30,836 (-)

29
303132

TemPhD_cluster_48760_: 15,646-25,412 (+)

25 26 27
28

TemPhD_cluster_56542: 13,156-24,761 (+)

17 22 23 24 25 26
27

TemPhD_cluster_47918: 16,064-26,508 (+)

24 25 26 27 28

TemPhD_cluster_24171: 21,302-33,338 (-)

2829303132

TemPhD_cluster_59173: 16,221-27,288 (+)

26 27 28 29 30

TemPhD_cluster_48164: 18,835-29,902 (-)

2728293031

TemPhD_cluster_59646: 19,192-29,289 (-)

272829

TemPhD_cluster_16804: 18,827-30,633 (-)

27282930
31

323334

TemPhD_cluster_16793: 16,818-28,624 (+)

25 26 27
28

29 30 31 32

TemPhD_cluster_57080: 30,110-41,171 (-)

4142434445

TemPhD_cluster_31300: 12,719-23,131 (+)

16 21 22

TemPhD_cluster_35265: 23,698-34,110 (-)

3132

TemPhD_cluster_40756: 12,557-24,310 (+)

16 17 22 23 24

TemPhD_cluster_58558: 24,349-37,382 (-)

353637
HNH endonuclease (CDS_0038)

394446

TemPhD_cluster_58097: 16,162-29,837 (+)

24
25

26 2728 29 30 31 32 33 34 35 36

TemPhD_cluster_47141: 20,009-33,684 (-)

3031323334353637383940
41

42

TemPhD_cluster_57687: 17,518-31,936 (+)

21 22 27 2829 30 31 32 33 34 35 36 37

TemPhD_cluster_45951: 12,548-24,587 (+)

16 21 22 23 24

TemPhD_cluster_56251: 12,533-23,003 (+)

20 21 22 23

TemPhD_cluster_46639: 25,595-37,537 (-)

3435364142

TemPhD_cluster_46654: 25,454-37,396 (-)

343536

TemPhD_cluster_19264: 12,413-23,211 (+)

15 17 18 23

TemPhD_cluster_19265: 12,413-23,211 (+)

22

TemPhD_cluster_19269: 23,956-34,754 (-)

32

TemPhD_cluster_19261: 23,956-34,754 (-)

32

TemPhD_cluster_48269: 23,956-33,315 (-)

33

TemPhD_cluster_19270: 23,956-34,754 (-)

32

TemPhD_cluster_19262: 23,956-34,095 (-)

3237

TemPhD_cluster_46458: 28,661-39,568 (-)

38
42

43

TemPhD_cluster_57326: 14,925-31,446 (+)

24 25 26 PifA (CDS_0027)

6000 nt

DNA, RNA and nucleotide metabolism integration and excision tail unknown function defence (PADLOC)


