transcriptional repressor (CDS_0030)

endolysin (CDS_0022) 33
tail length tape measure protein (CDS_0015) holin (CDS_0021) 32
minor tail protein (CDS_0016) holin (CDS_0019) 25 integrase (CDS_0028) 34 36
| T 17 18] 20 T ‘ 23241 26 27 29 | 34“%5

| S N N N B SN . —
IMGVR_UViG_3300006260_000083|3300006260|Ga0099518_100341: 9,963-29,380 (+)
endolysin (CDS_0022)
integrase (CDS_0026)
17 18 23 24 25 29
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IMGVR_UViG_3300008514_000010|3300008514|Ga0111023_100234:9,875-27,974 (+)
clamp loader of DNA polymerase (CDS_0023)
integrase (CDS_0024)
endolysin (CDS_0022) 2526

e N S S — NS BN . .
IMGVR_UViG_3300007194_000199|3300007194|Ga0103269_100005|171208-213186: 9,846-28,776 (+
endolysin (CDS_0022)
T 23 integrase (CDS_0024)

L ————————————————— T —————— el e bemrel g

IMGVR_UViG_3300007315_000223|3300007315|Ga0104930_100061[3395-43970: 9,966-26,746 (+)
endolysin (CDS_0022)

tail assembly chaperone (CDS_0014) 20 2324 integrase (CDS_0025)

?emPthclusterﬁZ‘?SOS: 9,717-25,806 (+)
ABCF_OptrA-NCBIFAM ABC-F type ribosomal protection protein OptrA (NFO00514.1) (CDS_0024)
endolysin (CDS_0022)
T 23 252627 nucleoside triphosphate pyrophosphohydrolase (CDS_0035)

s
SRS018300_al_ct25004_vs01: 9,961-28,877 (+)

tail chaperone protein (CDS_0013)
17 18 21 integrase (CDS_0022)

N S — N S . —
IMGVR_UViG_3300008345_000245|3300008345|Ga0115409_100033|45404-82384:9,250-23,230 (+)
20 21 2223

AN S SN N SN S N
IMGVR_UViG_7000000140_000009|7000000140|C2925707:9,130-24,611 (+)
efflux. ABUW_0982-NCBIFAM chloramphenicol efflux transporter CxpE (NFO45801.1) (CDS_0029)
endolysin (CDS_0022)
24
23] 2526 27 28 integrase (CDS_0030)

' ——————— " — W — T W — & ]
SRS015797_al ct10287:9,835-32,022 (+)

integrase (CDS_0021) 25
24126 nucleotide kinase (CDS_0031)

R N N N - -
IMGVR _UViG_3300008638_000239|3300008638|Ga0111421_100148|48-39578: 12,340-25,989 (+)
efflux. ABUW_0982-NCBIFAM chloramphenicol efflux transporter CxpE (NFO45801.1) (CDS_0046)
clamp loader of DNA polymerase (CDS_0033)

endolysin (CDS_0022) PDC-M51B_WP_221796221.1 (CDS_0032) RpoS (VF0112) (CDS_0041)
25 Michele_1B_hits_grouped (CDS_OOSI) DNA primase (CDS_0040)
232471 26 27 28 29 30 | | 34353637 38 39 | 42 43 4445 integrase (CDS_0047)

SRS016569_al ct18015_vs01:9,963-46,998 (+-)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CDS_0036)
endolysin (CDS_0022) 30 bla_aaZS_A-NCBIFAM class A beta-lactamase (NF033103.1) (CDS_0044)
T 23 24 25 26 27 28 29 [313233 34 35 | 37 383940 41 42 43 | 45

' ——— — - —— oy ———— " y——— g —— 1§ — —— o — —— — F—§ — ]
SRS024015_al_ct25875_vs01:9,966-46,801 (+)

endolysin (CDS_0021) 28
22 23 24 2627 30

I N R l 1 Rl B |

IMGVR_UViG_3300007711_000020[3300007711|Ga0105642_1000078: 9,835-27,350 (+)
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DNA, RNA and nucleotide metabolism integration and excision lysis other tail transcriptionregulation unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB)
N — I L]

AMR (AMRFinderPlus)
N




