
SRS015797_a1_ct10287: 8,541-21,265 (+)

major tail protein (CDS_0012)
tail chaperone protein (CDS_0013)
tail assembly chaperone (CDS_0014)

15 minor tail protein (CDS_0016) 17 18 19 20 holin (CDS_0021)

IMGVR_UViG_3300006260_000083|3300006260|Ga0099518_100341: 8,669-21,206 (+)

17 18

IMGVR_UViG_3300008638_000239|3300008638|Ga0111421_100148|48-39578: 8,541-23,417 (+)

17 18
integrase (CDS_0021)

22 transcriptional repressor (CDS_0023)

IMGVR_UViG_3300008280_000016|3300008280|Ga0114267_100113: 8,671-23,335 (+)

17 18 21
metallo-protease (CDS_0023)

PDC-M69A_WP_216276383.1 (CDS_0024)
retron_type_VI_hth_cluster2_1 (CDS_0025)

26

IMGVR_UViG_3300007196_000026|3300007196|Ga0103270_100179: 8,672-27,029 (+)

17 18 19 21
endolysin (CDS_0023)

24

IMGVR_UViG_3300008345_000245|3300008345|Ga0115409_100033|45404-82384: 8,672-21,706 (+)

17 18 19 21

TemPhD_cluster_29805: 9,250-24,283 (+)

17 18 20
endolysin (CDS_0022)

23 24

7000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis other tail transcription regulation unknown function defence (PADLOC)


