Dda-like helicase (CDS_0059) tRNA-GIn(TTG)
DNA polymerase (CDS_0057) 58 60 61 62 6364 T 65 66 67 68 69 70 71
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uvig_18065:74,415-84,614 (+)
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MGV-GENOME-4433029: 74,415-84,545 (+)
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MGV-GENOME-0362261:77,597-88,009 (+)
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MGV-GENOME-0358457:72,292-82,822 (+)
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MGV-GENOME-0361939:75,471-87,469 (+)
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MGV-GENOME-0358597: 69,842-82,270 (+)

51 59 60 61 62 63

é

MGV-GENOME-0357248: 66,218-80,135 (+)
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