RT_III-AM_I11-B_2 (CDS_0027)
endolysin (CDS_0033) transcriptional regulator (CDS_0042)
tail protein (CDS_0024) 30 36 DNA invertase (CDS_0040) 45
22 23 25 26 2829[3132 3435[37 38 39 41 | 4344 46

+
Eﬂ
|
|
| #

— — — — - —
IMGVR_UViG_3300029119_000307|3300029119|Ga0168816_100008|293294-343205: 15,635-31,274 (+)

endolysin (CDS_0033)
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RT_III-AM_III-B_2 (CDS_0027) 28293132 34 35 integrase (CDS_0036)
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uvig_217919: 15,635-30,041 (+)
RT_III-AM_I11-B_2 (CDS_0027) capH (CDS_0037)
endolysin (CDS_0032)
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2830 [ 3334] 36 DNA invertase (CDS_0038)
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IMGVR_UViG_3300029575_000279|3300029575|Ga0244903_100111]95935-144915:15,521-30,356 (+)
RT_II-AM_II-B_2 (CDS_0027)

endolysin (CDS_0032)
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28]30 | 3334[36 37 38  DNAinvertase (CDS 0039)
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IMGVR_UViG_3300029851_000208|3300029851|Ga0245290_100058|93125-142427: 15,509-31,145 (+)
capH (CDS_0028)
integrase (CDS_0029)
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IMGVR_UViG_3300045988_131911|3300045988|Ga0495776_172373:15,627-25,141 (+)
endolysin (CDS_0033)
30 36 tRNA-His(GTG)
RT_III-AM_III-B_2 (CDS_0027) ZSQTiﬁZ 34 QST 37 38 39 40 41 42 43 44 45 46 47 48 49 50 51 integrase (CDS_0052)
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Wig.295586: 15635 42,734 (4)
RT_III-AM_IlI-B_2 (CDS_0026)
endolysin (CDS_0031)

28 3334
2712930 3235 36 37 38 39 40 41 42 4344 45 DNAinvertase (CDS_0046)
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SAMEA1906578_al ct165936 _vs1:15,634-37,202 (+)

amidase (CDS_0033)

29 31 36
RT_III-AM_III-B_2 (CDS_0026) 2728[30 [32 34 35] 37 integrase (CDS_0038)
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Shkoporov_2019_SRR9161502_NODE_352_length_47126_cov_27.856982:15,503-29,165 (+)
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IMGVR_UViG_3300045988_140040|3300045988|Ga0495776_117346:15,524-26,557 (+)
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endolysin (CDS_0032)
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SAMEA2737798_b1 _ct57_vs2:15,528-42,118 (+)
10000 nt i
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