tail protein (CDS_0020) PD-Lambda-1_ PD-Lambda-1 (CDS_0035)
minor head protein transposase (CDS_0028) retron_type_VI_hth_cluster2_1(CDS_0037)
endolysin (CDS_0025) DNA repair protein (CDS_0033)
holin (CDS_0024) 31 PDC-S16_WP_008858743.1 (CDS_0039)
30 | fao
2932 34 36 38741
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IMGVR_UViG_2872261280_000002(2872261280|2872261280|1810726-1849739:16,018-29,482 (+)
transposase (CDS_0028)
30
26 27 29T31 DNA repair protein (CDS_0032)
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IMGVR_UViG_2904375950_000001|2904375950|2904375950(977812-1016826: 16,018-29,483 (+)
DNA repair protein (CDS_0026)

| N R S e
IMGVR _UViG_2558860901_000002|2558860901|2558909231(24776-59812: 16,018-25,505 (+)
transposase (CDS_0028)
transposase (CDS_0033)
tail protein (CDS_0020) 29 31
T21 26 27 307 32 'DNA repair protein (CDS_0034)
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IMGVR_UViG_2675903574_000001|2675903574|2675990596|518562-559389: 15,967-31,127 (+)
minor head protein (CDS_0017)
holin (CDS_0023) 29
22] 25 26 2728[ DNArepair protein (CDS_0030)
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IMGVR_UViG_2904363163 000003|2904363163|2904363163|2386867-2425196:15,059-28,630 (+)
DNA repair protein (CDS_0030)
29
25 26 27 ZBT PDC-516_WP_183323738.1 (CDS_0038)

s . S | D S B S .
IMGVR_UViG_2879816937_000003|2879816937|2879816937|2148258-2186780: 15,059-29,045 (+)
25 26

I N S ) ——
MGV-GENOME-0248756: 15,110-26,696 (+)
21 25 26
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IMGVR_UViG_3300045988 169122|3300045988|Ga0495776_014297:15,110-26,696 (+)
DNA polymerase (CDS_0035)
transposase (CDS_0027)

32 SspA_00001 SspA (CDS_0050)
29 33 hydrolase (CDS_0047) HAD-superfamily hydrolase (CDS_0055)
26 | 28303134 | 36 37 38 3940 41 42 43 44 45 46 48 49 51 52 53 54 [ DNArepair protein (CDS_0056)
R
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uvig 395437:15,967-54,382 (+)
DNA repair protein (CDS_0026)
holin (CDS_0024)
22
minor head protein (CDS_0016) 21{ transcriptional regulator (CDS_0029)
23

15 20 [ 28 | Retron_VI_HTH (CDS_0030)

| SN S N S P N . e e
IMGVR_UVIG_2558860895_000004|2558860895/2558908705|695-35230: 11,598-24,504 (+)
21
20 | DNA repair protein (CDS_0022)

N S 0 S el e
IMGVR_UVIG_2558860879_000007|2558860879|2558907837|2-32891: 11,598-23,079 (+)
transposase (CDS_0028)
29 31
20 26 27 |30 32 DNA repair protein (CDS_0033)

L e ——— I D e B

IMGVR _UVIG_ 2558860894 000003|2558860894]2558908656[14350-53389: 15,967-29,229 (+)
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