33 holin (CDS_0036)

T34 35 37 38 39 40 41 42 43 44
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MGV-GENOME-0339762: 28,485-32,905 (+)

40 41 46 47 48 49

I I ———
MGV-GENOME-0299267: 28,469-35,200 (+)
holin (CDS_0032) 29 28 25
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uvig_286679:19,276-23,969 (-)

I N ——
MGV-GENOME-0288780:28,476-33,166 (+)
39 40 41
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IMGVR_UViG_3300045988_057410|3300045988|Ga0495776_177081:28,483-33,547 (+)
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IMGVR_UViG_3300045988_054644|3300045988|Ga0495776_147303: 28,454-34,110 (+)
39 40 41 42

I I
IMGVR_UViG_3300045988_052017|3300045988|Ga0495776_169357: 28.450-33,836 (+)
40 4 42 43
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IMGVR_UViG_3300045988_056087|3300045988|Ga0495776_183598: 28,454-32,758 (+)

39 40 41 42 45
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uvig 511871:28,455-33,501 (+)
39 40 41 42 43

GVR_UViG_3300045988_066572|3300045988|Ga0495776_056411: 28,449-33,797 (+)
39 40 41 42
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31 32 33 34

V-GENOME-0306751:20,711-25,559 (+)
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39 40 41 44 45 46
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GVR_UViG_3300045988_077907|3300045988|Ga0495776_156100: 28,488-33,261 (+)
3 40 41 43 44 45

<
N

| N S . I .
IMGVR_UViG_3300029719_000333|3300029719|Ga0245179_1000621|2886-60350: 28,833-33,542 (+)
43 44 45

| I S S B S .
IMGVR_UVIiG_3300045988 022941|3300045988|Ga0495776_164328:28,818-33,503 (+)
3 43 44 45

el

| [ — I B N I B .
IMGVR_UViG_3300029245_000112|3300029245|Ga0168762_100445: 28,813-33,602 (+)
4344 45

| L | | | ___}B§ ]
uvig_553367:28,841-33,019 (+)
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IMGVR_UViG_3300045988_036891|3300045988|Ga0495776_164301:23,215-27,316 (+)
43 44

| I —
uvig_518074:28,798-32,899 (+)
43 44 45 46
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uvig_478184:28,779-33,270 (+)
43 44 45 47 48 49 50 51 52
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MGV-GENOME-0290116: 28,838-36,603 (+)
39 40 41 42 44

GVR_UViG_3300029231_000100|3300029231|Ga0168725_100206: 28,415-33,223 (+)
39 40 41 42 43 44 45
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IMGVR_UViG_3300045988_058770|3300045988|Ga0495776_150499: 28,429-33,529 (+)
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uvig 40921:299-6,738 ()

41 42 43 44

GVR_UViG_3300045988_053780|3300045988|Ga0495776_158062: 27,5?—32,762 (+)
39 40 41 43 44 45
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uvig_210304: 28,436-34,008 (+)
39 40 41 42 43
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MGV-GENOME-0329242: 28,377-35,696 (+)
42 43 44 45
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IMGVR_UViG_3300029873_000123|3300029873|Ga0245321_100436: 28,552-33,670 (+)
39 40 41

Ll e t———————
MGV-GENOME-0314899:28,437-33,710 (+)
37 38 39
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IMGVR_UViG_3300029839_000132|3300029839|Ga0245267_100079|24584-81055:27,801-32,797 (+)
39 40 41

I ———
MGV-GENOME-0281687:28,089-32,190 (+)

I R ——
MGV-GENOME-0234379:2,997-6,998 (-)

— ]
MGV-GENOME-0267718:28,057-32,741 (+)

39 40 41
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MGV-GENOME-0284603:28,095-32,027 (+)
33 38 39 40
I I — —
MGV-GENOME-0231280: 26,264-30,855 (+)

ME-0207496:2,714-7,305 (-)
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36 37 38 39

MGV-GENOME-0234664:25,362-29,852 (+)
13 12 11

MGV-GENOME-0260248:3,218-7,251 (-)
39 40 41
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MGV-GENOME-0240544: 28,077-32,110 (+)

MGV-GENOME-0278859: 28,054-32,461 (+)

MGV-GENOME-0233431:26,112-30,145 (+)
13 12 11 10 9
N S N S
MGV-GENOME-0285497:2,940-7,933 (-)
Reverse transcriptase 38 39 40
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MGV-GENOME-0247949:28,045-32,736 (+)

39 40
I D —— —
MGV-GENOME-0213299:26,262-29,990 (+)

5 4
I S —— — — —
MGV-GENOME-0208382: 359-4,087 (-)

38 39
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MGV-GENOME-0268688: 28,100-31,827 (+)

capH (CDS_0047)
39 40 41 42 48 49 50

— — —— 1 — ————— 1 — 1 — —§ " |
uvig_403992:28,078-34,707 (+)

39 40 41 42 43 45 46 47 48 49
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IMGVR_UViG_3300045988_040045|3300045988|Ga0495776_093695: 28,485-35,876 (+)
phosphoadenosine phosphosulfate reductase (CDS_0049)
ParB-like partition protein (CDS_0050)

ParB-like partition protein (CDS_0051)
ParB-like partition protein (CDS_0041) 46 terminase small subunit (CDS_0053)
38 39 40 42 43 44 45 47 48 | 52
| I I e N — I O —— - I
MGV-GENOME-0265927: 28,047-39,495 (+)
phosphoadenosine phosphosulfate reductase (CDS_0046)
ParB-like partition Brotein (CDS_0047)
ParB-like partition protein (CDS_0048)
39 40 41 42 43 44 45 | 49 terminase small subunit (CDS_0050)

(N N N
MGV-GENOME-0252344:28,042-37,131 (+)
4000 nt i
DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder) defence (PADLOC)
—




