
uvig_448218: 18,055-27,539 (+)

29 30
ParB-like partition protein (CDS_0031)

32 33 34 35 36
MTase_II_00173 Type (CDS_0037)

38 39

phosphoadenosine phosphosulfate reductase (CDS_0040)

ParB-like partition protein (CDS_0041)
ParB-like partition protein (CDS_0042)

43

IMGVR_UViG_3300029719_000333|3300029719|Ga0245179_1000621|2886-60350: 48,002-56,621 (+)

79
MTase_II_00173 Type (CDS_0080)

81

MGV-GENOME-0207500: 19,034-28,462 (+)

33 36
MTase_II_00173 Type (CDS_0037)

38

MGV-GENOME-0289597: 34,807-43,350 (+)

53
MTase_II_00173 Type (CDS_0054)

55

MGV-GENOME-0257020: 28,195-37,931 (+)

43 46 47 terminase small subunit (CDS_0053)

MGV-GENOME-0341328: 49,302-57,313 (+)

83 84

IMGVR_UViG_3300029873_000123|3300029873|Ga0245321_100436: 47,473-56,807 (+)

78 MTase_II_00173 Type (CDS_0079)

uvig_553367: 52,102-57,375 (+)

86 87

MGV-GENOME-0325896: 46,426-54,900 (+)

78 79

IMGVR_UViG_3300045988_107400|3300045988|Ga0495776_160481: 54,552-62,924 (+)

86 90

IMGVR_UViG_3300029295_000201|3300029295|Ga0134373_100154|19622-76367: 47,533-56,745 (+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0078)

uvig_286679: 53,256-62,876 (-)

74
MTase_II_00173 Type (CDS_0075)

76777883

MGV-GENOME-0316257: 41,039-46,994 (+)

64 MTase_II_00173 Type (CDS_0065)

MGV-GENOME-0257999: 26,990-32,775 (+)

36
MTase_II_00173 Type (CDS_0037)

38 43 44

MGV-GENOME-0234513: 27,337-32,424 (+)

40

uvig_511871: 52,730-59,820 (+)

80 81 82 87

MGV-GENOME-0312235: 36,958-44,386 (+)

63 64

MGV-GENOME-0288780: 36,143-43,165 (+)

52 59

uvig_103872: 56,846-64,210 (+)

88

IMGVR_UViG_3300029839_000132|3300029839|Ga0245267_100079|24584-81055: 48,648-55,628 (+)

82

MGV-GENOME-0324628: 48,638-55,597 (+)

82 83

MGV-GENOME-0308655: 37,377-45,273 (+)

61 MTase_II_00173 Type (CDS_0062)

MGV-GENOME-0325445: 47,769-55,177 (+)

76 81

MGV-GENOME-0312350: 36,637-43,863 (+)

Mom-like DNA modification protein (CDS_0056) 62

MGV-GENOME-0312458: 39,710-47,850 (+)

68

MGV-GENOME-0316389: 38,816-47,022 (+)

65

uvig_274146: 38,167-46,585 (+)

54 59

MGV-GENOME-0307161: 34,108-42,013 (+)

56

uvig_112167: 49,044-56,942 (+)

ParB-like partition protein 83 88

MGV-GENOME-0315399: 44,181-52,079 (+)

76

MGV-GENOME-0223496: 25,795-31,285 (+)

39 40

uvig_210304: 46,215-55,748 (+)

ParB-like partition protein (CDS_0070) 71 76 77

uvig_546497: 41,866-51,520 (+)

64 70 71

IMGVR_UViG_3300045988_075999|3300045988|Ga0495776_037190: 51,166-56,230 (+)

80 81

IMGVR_UViG_3300045988_047798|3300045988|Ga0495776_174341: 44,494-52,580 (+)

75 76

MGV-GENOME-0226903: 22,996-32,728 (+)

38 39

uvig_164280: 36,873-45,566 (+)

56 nucleoside triphosphate pyrophosphohydrolase (CDS_0057)

MGV-GENOME-0252255: 26,951-31,812 (+)

38 39

uvig_244753: 31,396-39,201 (+)

42 43 46 48 49

uvig_586334: 43,790-51,342 (+)

69 70

MGV-GENOME-0237724: 25,975-34,848 (+)

35 38 39 42 43

MGV-GENOME-0315874: 43,417-51,445 (+)

70 71

IMGVR_UViG_3300045988_038384|3300045988|Ga0495776_113203: 46,392-54,102 (+)

74 76 77

3000 nt

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC)


