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terminase small subunit (CDS_0053)
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MGV-GENOME-0341328:49,302-57,313 (+)
78 MTase_|l_00173 Type (CDS_0079)
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MGV-GENOME-0325896:46,426-54,900 (+)
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IMGVR_UViG_3300045988_107400|3300045988|Ga0495776_160481:54,552-62,924 (+)
nucleoside triphosphate pyrophosphohydrolase (CDS_0078)
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MGV-GENOME-0325445:47,769-55,177 (+)
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uvig_274146:38,167-46,585 (+)
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ParB-like partition protein 83 88
e I I s I
uvig_112167:49,044-56,942 (+)
76
e I I I ——— I
MGV-GENOME-0315399:44,181-52,079 (+)
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ParB-like partition protein (CDS_0070) 71 76 77
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IMGVR_UViG_3300045988_047798|3300045988|Ga0495776_174341:44,494-52,580 (+)
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MGV-GENOME-0226903: 22,996-32,728 (+)
56 nucleoside triphosphate pyrophosphohydrolase (CDS_0057)
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MGV-GENOME-0237724:25,975-34,848 (+)
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MGV-GENOME-0315874:43,417-51,445 (+)
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IMGVR_UViG_3300045988_038384(3300045988|Ga0495776_113203:46,392-54,102 (+)
3000 nt i
DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC)
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