phosphoadenosine phosphosulfate reductase (CDS_0057)

Holliday junction resolvase (CDS_0042) ParB-like partition protein (CDS_0047) ParB-like partition protein (CDS_0058)
43 44 45 46 4849 50 51 52 5354 55 56 | ParB-like partition protein
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(+)
ParB-like partition protein (CDS_0076) 7778 79 80 81

IMGVR_UViG_3300045988_066572|3300045988|Ga0495776_056411:46,156-55,378 (+)
77 ParB-like partition protein (CDS_0079) 8081 82 84

§

)
IMGVR_UViG_3300045988_077907|3300045988|Ga0495776_156100:46,560-55,762 (+)
ParB-like partition protein (CDS_0059) 60 61 62

|
MGV-GENOME-0311616: 39,000-48,195 (+)
ParB-like partition protein (CDS_0072)
66 71 7374 75

IMGVR_UViG_3300029620_000121|3300029620|Ga0245130_100647:43,797-53,696 (+)
26 27 28 30

I
uvig 63033: 14,659-22,314 (+)
50 51 52 5354

|
MGV-GENOME-0288093: 31,326-39,550 (+)
ParB-like partition protein (CDS_0032) 3334 35 36 37 40

|
MGV-GENOME-0234513:21,189-30,680 (+)
ParB-like partition protein (CDS_0077) 78 79 80 82

e ool et o e ———————————————————— I
IMGVR_UViG_3300029583 000314|3300029583|Ga0245123_100195[32698-89590:46,965-55,151 (+)
26 ParB-like partition protein (CDS_0032)

. —
uvig 87642:10,545-19,703 (+)

7475 76 77

N
uvig 162478:45,774-55,060 (+)
Mom-like DNA modification protein (CDS_0048)
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[ 555 e B B —
MGV-GENOME-0288592: 32,586-41,648 (+)
7980 81
——— e R I —
uvig 285447:48,011-56,614 (+)
7475 76 77 79 81

1 S S —
MGV-GENOME-0325445:44,623-53,962 (+)

Mom-like DNA modification protein (CDS_0056)
55 57 58

I —
MGV-GENOME-0312350: 33,491-42,648 (+)
53 54 5556 57
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uvig 274146:36,342-45,939 (+)
50 51 5253 54

MGV-GENOME-0307161:32,640-41,367 (+)
ParB-like partition protein (CDS_0039) 4041 42 43 44

s -_— —— S —————
MGV-GENOME-0255827:25,318-35,230 (+)

ParB-like partition protein (CDS_0031) 3233 34 35 36 39 40

S
MGV-GENOME-0223496:19,288-29,529 (+)
ParB-like partition protein (CDS_0078) 7980 81

L ——
uvig_553367:46,320-55,905 (+)
ParB-like partition protein (CDS_0078) 7980 81

S S —
IMGVR_UViG_3300045988_048287|3300045988|Ga0495776_090942:47,260-56,582 (+)

ParB-like partition protein (CDS_0074) 7576 77

e I R —
MGV-GENOME-0327181:45,037-54,299 (+)

7778 79
— —  _— — — —  —— [ e — —— — ————— — — e ——— ———1
MGV-GENOME-0327941:47,080-55,712 (+)

6667 68

IMGVR_UViG_3300045988_038288|3300045988|Ga0495776_113205:43,939-52,635 (+)
7778 79

IMGVR_UViG_3300045988_057470|3300045988|Ga0495776_037303: 46,206-54,944 (+)
ParB-like partition protein (CDS_0030)3132 33

I 1 _— — I
uvig_531215: 19,420-28,645 (+)
53 54 5758 59
I S— R, S, R N R Y W N ey W,
MGV-GENOME-0297491: 34,294-43,670 (+)
42 43 44
| N I I —
MGV-GENOME-0216872: 20,206-29,261 (+)

Mom-like DNA modification protein (CDS_0043)
42 44 45 46 47 48 49

[
MGV-GENOME-0294384: 27,602-37,629 (+)
ParB-like partition protein (CDS_0034) 35 36 37 38
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72 73 74

s 1 R W—
MGV-GENOME-0320852:43,774-52,850 (+)

Mom-like DNA modification protein (CDS_0045)
44 46 47 48 49

I
uvig_41666:29,502-39,012 (+)
Mom-like DNA modification protein (CDS_0043)
42 44 45 46 47

ParB-like partition protein (CDS_0053) 54 55

uvig_591570:36,813-47,225 (+)

ParB-like partition protein (CDS_0051)
52 53 56

uvig_190302: 35,118-45,528 (+)
PDC-M11B_WP_204471233.1 (CDS_0035)
ParB-like partition protein (CDS_0031) 32 33 34 36

Y S —
SAMNO6164631 _al ct118869 vs1:16,495-26,735 (+)
34
ParB-like partition protein (CDS_0033)T35 36 37 38

uvig 15900:21,612-32,462 (+)

66
Te7 68 69 70

N
MGV-GENOME-0306751:37,373-47,695 (+)
36
ParB-like partition protein (CDS 0035)T37 38 39 40

e ——
MGV-GENOME-0254358:23,585-33,788 (+)

73
T74 75 76 77

——
IMGVR_UViG_3300045988_036891|3300045988|Ga0495776_164301:41,512-51,187 (+)

69 70 71 72 73 74 76 77

IMGVR_UViG_3300045988_038384|3300045988|Ga0495776_113203:44,046-53,847 (+)

61 60
—— R R B
uvig_4360_:39,223-46,415 (-)
71 72
— s I R S R S

IMGVR_UViG_3300045988_056087|3300045988|Ga0495776_183598:44,159-51,351 (+)

MTase_|I_00173 Type (CDS_0037)
33 36
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0o

4344 45

MGV-GENOME-0257999:22,312-32,775 (+)
73 74 75 nucleoside triphosphate pyrophosphohydrolase (CDS_0078)

IMGVR_UViG_3300029295_000201|3300029295|Ga0134373_100154(19622-76367:46,387-55,003 (+)
34 35 36 37 38 39 40

e ——— ——
MGV-GENOME-0267221:23,388-33,063 (+)

63 64 65 66 67 68

— —— —— ]
MGV-GENOME-0315874:41,064-51,190 (+)

41 42 43 46

I ———
uvig_244753:28,328-37,731 (+)

. E— E—
uvig_586334:40,725-50,440 (+)

IMGVR_UViG_3300045988_047798|3300045988|Ga0495776_174341:42,669-51,679 (+)

uvig_546497:40,041-49,777 (+)

virion structural protein (CDS_0024)
22 tail protein (CDS_0023) 25 26 ParB-like partition protein (CDS_0030) 31 32 33 34 35 36

MGV-GENOME-0252255:17,595-30,717 (+)
ParB-like partition protein (CDS_0049) 50 51 52 53

. 1296 (+)

ParB-like partition protein (CDS_0070) 71

c
<

N
IN)
e
o
@
o
K
~
~
~
N
~
O
o
N
1)
0

5 (+)

ParB-like partition protein (CDS_0071)
72 7374 75
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IMGVR_UViG_3300045988_075999|3300045988|Ga0495776_037190:45,454-54,760 (+)
5000 nt i
DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other tail unknown function defence (PADLOC)
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