nucleotide kinase (CDS_0002)

endonuclease (CDS_0006)
RNA polymerase (CDS_0003) 4 5 amidase (CDS_0007) 8 tRNA-Arg(TCT)
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MGV-GENOME-0220692: 2-6,101 (+)
nucleotide kinase (CDS_0029)
31 30 RNA polymerase (CDS_0028)
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uvig_177793:14,083-20,828 (-)
nucleotide kinase (CDS_0007)
1 2 3 4 5 6 RNA polymerase (CDS_0008)

I

uvig_133171:1-8,932 (+)
nucleotide kinase (CDS_0004)

2 3 RNA polymerase (CDS_0005)
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MGV-GENOME-0216752:2-7,252 (+)
nucleotide kinase (CDS_0030)
32 31 RNA polymerase (CDS_0029)
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MGV-GENOME-0215960: 23,462-30,758 (-)
nucleotide kinase (CDS_0006)
1 2 3 4 5 RNA polymerase (CDS_0007)

|
|
4

-_— —
MGV-GENOME-0210809: 3-8,098 (+)
RNA polymerase (CDS_0001)

uvig 96193:3-4,229 (+)
30

MGV-GENOME-0188837:22,497-26,059 (-)
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uvig 374187:3-3219 (+)
1

GV-GENOME-0172171:2-2,484 (+)
3000 nt i
DNA, RNA and nucleotide metabolism lysis other unknown function tRNA pseudogene
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