
IMGVR_UViG_3300045988_169314|3300045988|Ga0495776_128184: 30,570-39,152 (+)
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MGV-GENOME-0269575: 30,570-39,214 (+)
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MGV-GENOME-0250622: 24,658-36,762 (+)

Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0028)
DnaD-like helicase loader (CDS_0031)
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uvig_439965: 30,864-41,290 (+)
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44 45 46 47 48 tRNA-Ser(GGA) HNH endonuclease (CDS_0051)

IMGVR_UViG_3300029364_000221|3300029364|Ga0243886_1000195|28626-68853: 30,864-40,209 (+)
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uvig_256295: 30,661-41,984 (+)
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uvig_282469: 29,950-40,986 (+)
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Shkoporov_2019_SRR9161587_NODE_29_length_41007_cov_54.867772: 30,453-40,933 (+)
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uvig_101480: 31,089-40,660 (+)
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uvig_192127: 30,864-42,456 (+)
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IMGVR_UViG_3300045988_149059|3300045988|Ga0495776_167874: 31,873-37,615 (+)
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SAMEA2737770_a1_ct127917_vs1: 31,127-43,581 (+)

39 40 41
42

4344 45 46
Virulence-associated proteins (VF0679) (CDS_0047)
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MGV-GENOME-0266503: 30,021-35,091 (+)
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IMGVR_UViG_3300029447_000017|3300029447|Ga0243899_1000846: 30,042-39,979 (+)

UG17 (CDS_0038)

IMGVR_UViG_3300045988_160035|3300045988|Ga0495776_173202: 28,430-38,311 (+)

30 3536

uvig_264537: 30,723-36,877 (+)
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DNA, RNA and nucleotide metabolism integration and excision unknown function defence (DefenseFinder) virulence (VFDB) tRNA


