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IMG\/R UViG_3300045988_031665|3300045988|Ga0495776_060401: 25,377-30,884 (+)
45 HNH endonuclease (CDS_0046) nucleotide kinase

MGV GENOME-0257889: 25,442-32,279 (+)
45 HNH endonuclease (CDS_0046)

uvig_ 180244 25,442-31,751 (+)
45 46 HNH endonuclease (CDS_0047)
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44 45 HNH endonuclease (CDS_0046)
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IMGVR_UViG_3300045988 018981|3300045988|Ga0495776_014246:24,276-30,153 (+)
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