
Station191_SUR_ALL_assembly_NODE_1044_length_25118_cov_118.307864: 1-4,584 (+)
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Station209_MES_ALL_assembly_NODE_4277_length_20994_cov_44.603563: 15,784-20,953 (-)

33343536

Station201_SUR_ALL_assembly_NODE_2303_length_23678_cov_17.090717: 16,910-23,617 (-)

33343536

Station158_DCM_ALL_assembly_NODE_2817_length_25446_cov_172.458509: 21,587-25,445 (-)

3536

Station188_DCM_ALL_assembly_NODE_2142_length_26751_cov_11.260826: 21,768-26,749 (-)

38394041

Station158_DCM_ALL_assembly_NODE_3709_length_20723_cov_8.054964: 59-5,111 (+)
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Station85_DCM_COMBINED_FINAL_NODE_1081_length_28977_cov_8.496577: 1-6,499 (+)
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Station85_SUR_COMBINED_FINAL_NODE_1223_length_25809_cov_33.212821: 19,318-25,807 (-)

37383940414243

Station158_DCM_ALL_assembly_NODE_3902_length_19958_cov_148.168819: 2-3,416 (+)

1

Station82_SUR_COMBINED_FINAL_NODE_1220_length_26294_cov_30.496094: 3-10,496 (+)

1
2OG-Fe(II) oxygenase (CDS_0002)

MTase_II_00037 Type (CDS_0003)

endonuclease VII (CDS_0004)
endonuclease (CDS_0005)

6 7 8 9 10 11

Station67_SUR_ALL_assembly_NODE_800_length_25584_cov_6.553841: 18,771-25,448 (-)

36
Menshen__NsnA (CDS_0037)
38394041

Station66_DCM_ALL_assembly_NODE_665_length_28804_cov_3.999861: 3-10,401 (+)
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2OG-Fe(II) oxygenase (CDS_0004)
endonuclease (CDS_0005)

6 7 8 9 10 11 12

Station66_DCM_ALL_assembly_NODE_689_length_28116_cov_10.121913: 16,492-28,114 (-)

27293334353637383940
endonuclease (CDS_0041)

2OG-Fe(II) oxygenase (CDS_0042)

434445

Station209_MES_ALL_assembly_NODE_2953_length_28113_cov_7.879678: 17,544-28,112 (-)

35363738394041
2OG-Fe(II) oxygenase (CDS_0042)

434445

4000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder) defence (PADLOC)


