
IMGVR_UViG_7000000513_000001|7000000513|SRS047824_WUGC_scaffold_46520: 203,142-214,788 (+)

215 216 217

guanylate kinase (CDS_0218)

219 220
ClpP (VF0074) (CDS_0221)

222 endonuclease (CDS_0223) 224 225

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0226)

227
DNA topoisomerase II large subunit (CDS_0228)

DNA topoisomerase II large subunit (CDS_0229)

DS-4__DS-4A (CDS_0230)

trim_DfrA36-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA36 (NF033868.0) (CDS_0231)

IMGVR_UViG_3300008739_000001|3300008739|Ga0114021_100008: 203,622-214,944 (+)

220 222 endonuclease (CDS_0223) 224

IMGVR_UViG_3300007123_000013|3300007123|Ga0102684_100006: 206,422-219,647 (+)

222 V_U4 CAS-V-F; (CDS_0223) 227
endonuclease (CDS_0228)

229 234

IMGVR_UViG_3300045988_147538|3300045988|Ga0495776_079848: 206,538-219,662 (+)

217 endonuclease (CDS_0218) 219 dihydrofolate reductase

MGV-GENOME-0379773: 210,814-222,431 (+)

219 endonuclease (CDS_0220) 221 225 226 227

IMGVR_UViG_3300006289_000001|3300006289|Ga0099614_100010: 206,515-218,550 (+)

216 endonuclease (CDS_0217) 218 HNH endonuclease (CDS_0223)

5000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)


