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TemPhD cluster 53637:7,646-14,527 (+); 1-3,445 (+)
partition protein ATPase (CDS_0020)

TemPhD_ cluster 65864:7,646-14,514 (+); 1-3,445 (+)
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TemPhD_cluster_53639: 1-7,229 (-); 11,430-14,555 (-)
21 anti-RM (APIS039) (CDS_0016)
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TemPhD_cluster_65871:1-6,308 (-); 10,841-14,527(-)
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TemPhD _cluster_! 53579 6,781-14,959 (+); 1-2,403 (+)
partition protein ATPase (CDS_0004)
Arc-like represso%DS_OOOS)
) \ 3 2 head morphogenesis (CDS_0001)
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TemPhD_cluster_65129:1-10,731 (-); 14,932-18,325 (-)
Arc-like DNA binding domain (CDS_0003)
Arc-like repressor (CDS_0004)
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TemPhD_cluster_53375:1-8,765 (-); 12,966-16,313 (-)
partition protein ATPase (CDS_0022)
Arc-like repressor (CDS_0021)
20 T | 23 24 head morphogenesis (CDS_0025)

TemPhD_cluster_38517:7,646-16,793 (+); 1-3,445 (+)
partition protein ATPase (CDS_0004)
Arc-like repressor (CDS_0005)
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TemPhD_cluster_38527:1-9,129 (-); 13,330-16,677 (-)

Arc-like DNA binding domain (CDS_0023)
Arc-like repressor (CDS_0022)
‘ DNA transfer protein (CDS_0026)
O-acetyltransferase (CDS_0018) 21 24 25 27
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TemPhD_cluster_53132:7,646-19,072 (+); 1-3,445 (+)
partition protein ATPase (CDS_0024)
Arc-like represso%DS_OOB)

O-acetyltransferase (CDS_0019) T | 25
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TemPhD _cluster_65465: 6780 16,415 (+); 1-1,158 (+)
partition protein ATPase (CDS_0023)
Arc-like represso%DS_OOZZ)
18 O-acetyltransferase (CDS_0019) 21 T \ 24 25 26 DNA transfer protein (CDS_0027)

TemPhD_cluster_65006:7,282-19,155 (+); 1-3,/445 (+)
partition protein ATPase (CDS_0023)
Arc-like repressoF(EDS_OOZ2)
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TemPhD_cluster_65370:7,282-16,857 (+); 1-3,445 (+)
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TemPhD_cluster_44965:1-7,323 (-); 11,160-14,553 (-)

anti-repressor Ant (CDS_0024)
anti-repressor (CDS_0023)
partition protein ATPase (CDS_0021)22 \ 25 26 head morphogenesis (CDS_0027)
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TemPhD. cluster 65184:7,230-18,019 (+); 1- 3393( )
anti-repressor Ant (CDS_0023)
anti-repressor (CDS_0022)
partition protein ATPase (CDS_0020)21 \ 24 25 head morphogenesis (CDS_0026)

TemPhD cluster 65102:7,646-18,492 (+); 1-3,445 (+)
anti-repressor Ant (CDS_0007) released from the phage upon host infection (CDS_0003)
anti-repressor (CDS_0008) head morphogenesis (CDS_0001)
partition protein ATPase (CDS_0010) 9 6 5 DNA transfer protein (CDS_0004) DNA ejection (CDWOOZ)
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TemPhD_cluster_64602: 1-14,548 (-); 18,749-22,142 (-)
7000 nt i
DNA, RNA and nucleotide metabolism head and packaging other tail transcription regulation unknown function anti-defence (dbAPIS)
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