tail assembly chaperone (CDS_0030)
SspBCDE__SspD (CDS_0034) virion structural protein
31 32 33 35 36 37 tail length tape measure protein (CDS_0038) 39 40 41 42 43 [
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IMGVR_UViG_2806311045_000001|2806311045|2806382306|204413-274629:22,189-37,673 (+)
30 31 32 33
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IMGVR_UViG_2687453373_000001|2687453373|2687453966|226292-280330: 19,533-33,682 (+)
31 32 34 37
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IMGVR_UViG_2808606457_000001|2808606457|2808620523|206806-262537: 19,823-36,164 (+)

DNA methyltransferase (CDS_0034)
major tail protein with Ig-like domain (CDS_0025) 30 31 32 33 mREase_|I_00007 Type (CDS_0035)

I S . E— e e |
IMGVR_UViG_2808606461_000001(2808606461|2808620737(568-56916:19,729-36,585 (+)

32 33 34 35
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IMGVR_UViG_651053062_000001[651053062|651053110[224434-280441: 18,745-35,664 (+)
32 33 34 35 38 virion structural protein (CDS_0041)
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IMGVR_UViG_2684623139_000001|2684623139|2684693229(227612-283745:18,745-35,466 (+)
35 36 37
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IMGVR_UViG_2847648131_000002|2847648131|2847648131/901739-958183:22,963-38,586 (+)
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head and packaging other tail unknown function defence (DefenseFinder) defence (PADLOC)
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