
MGV-GENOME-0174886: 1-5,742 (+)
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MGV-GENOME-0179066: 1-5,672 (+)

1 2

uvig_56696: 1-6,506 (+)

1 2 3

MGV-GENOME-0181629: 1-6,873 (+)

1 2 3

MGV-GENOME-0177117: 1-6,221 (+)

1 2 3

uvig_350099: 16,129-19,357 (-)
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uvig_182370: 1-7,969 (+)

terminase large subunit (CDS_0001) integrase (CDS_0002) 6

MGV-GENOME-0182503: 1-7,969 (+)

1 2

MGV-GENOME-0189264: 1-7,419 (+)

1 2 3 4

uvig_339224: 1-7,957 (+)

1 2 3 4

MGV-GENOME-0187741: 1-7,953 (+)

1 2 3

MGV-GENOME-0222851: 1-11,078 (+)

1 2 3 4 REase_II_00190 Type (CDS_0005)
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0006)

7 8

uvig_339403: 1-13,417 (+)

1 2 3 4 5
tRNA-Thr(TGT)
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uvig_384106: 1-6,603 (+)

1

vanR_FM-NCBIFAM vancomycin resistance response regulator transcription factor, VanR-F/VanR-M family (NF033120.0) (CDS_0002)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0003)

4

uvig_16677: 15,638-27,307 (-)

integrase (CDS_0033)34
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0035)

3637383940

MGV-GENOME-0192883: 15,977-26,609 (-)

integrase (CDS_0033)3435
amidase (CDS_0036)
373839404142

uvig_263949: 15,079-21,679 (-)
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holin (CDS_0031)

32
amidase (CDS_0033)
34353637

MGV-GENOME-0175204: 1,367-7,798 (+)

1 2 3 4 5 6 7

MGV-GENOME-0171335: 16,141-22,572 (-)
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5000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis unknown function defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus) tRNA


