
IMGVR_UViG_3300045988_096028|3300045988|Ga0495776_159560: 25,548-34,170 (+)

37 38
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0039)

40

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0041)

42 43
MTase_II_00030 Type (CDS_0044)

45 46 47 48 49 MTase_II_00015 Type (CDS_0050)
terminase small subunit (CDS_0051)

MGV-GENOME-0253458: 21,352-30,200 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0034)
MTase_II_00030 Type (CDS_0036)

37 38

IMGVR_UViG_3300045988_106183|3300045988|Ga0495776_162269: 25,496-33,526 (+)

44 45 46

MGV-GENOME-0222858: 24,306-32,044 (+)

43 44 45

IMGVR_UViG_3300045988_069707|3300045988|Ga0495776_064184: 26,749-34,208 (+)

45 46

TemPhD_cluster_43645: 25,734-34,645 (+)

37 41

MTase_II_00030 Type (CDS_0043)

44
cysH_IV-B_1 (CDS_0045)

46 47 48 49

MGV-GENOME-0215613: 23,167-30,769 (+)

single strand DNA binding protein (CDS_0037)
38 42 43

MTase_II_00015 Type (CDS_0048)
49

MGV-GENOME-0264343: 22,055-31,106 (+)

37

DNA methyltransferase (CDS_0038)
DNA methyltransferase (CDS_0039)

40 41 42

MGV-GENOME-0267831: 21,444-31,142 (+)

lytic tail fiber protein
30 31 36

MTase_II_00030 Type (CDS_0037)

38
cysH_IV-B_1 (CDS_0039)

40 41 42 43

SRS057791_a1_ct13164: 28,760-33,702 (+)

46 47 MTase_II_00015 Type (CDS_0052)
MTase_II_00015 Type (CDS_0053)

IMGVR_UViG_3300008611_000051|3300008611|Ga0111137_1000327: 28,818-33,760 (+)

MTase_II_00015 Type (CDS_0052)
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0053)

MGV-GENOME-0179154: 18,578-24,537 (+)

25 DNA methyltransferase (CDS_0026) MTase_II_00015 Type (CDS_0032)
MTase_II_00015 Type (CDS_0033)

3000 nt

DNA, RNA and nucleotide metabolism head and packaging other tail unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) pseudogene


