
IMGVR_UViG_3300045988_169477|3300045988|Ga0495776_137862: 9,213-23,695 (+)

13 14
membrane protein (CDS_0015)

16 17 19 20 21 22 23 24 25 26 27 28

MGV-GENOME-0282537: 9,330-29,641 (+)

12 18 19 20 21 22 23 27 28 29 30

MGV-GENOME-0219908: 9,278-24,094 (+)

12 17 18 19 20 25

IMGVR_UViG_3300045988_139737|3300045988|Ga0495776_056199: 9,278-22,822 (+)

17 18 19 20

MGV-GENOME-0293924: 7,390-23,062 (+)

9 11 17 18 19 20

IMGVR_UViG_3300045988_172158|3300045988|Ga0495776_132410: 10,366-22,644 (+)

18 19 20 21 22 23 24

MGV-GENOME-0285515: 9,306-24,483 (+)

18 19 20 21

MGV-GENOME-0304985: 11,029-25,160 (+)

20 21 22 23

IMGVR_UViG_3300045988_186998|3300045988|Ga0495776_130344|259-47034: 7,391-24,484 (+)

10 15 16 17 18 19 20 21

MGV-GENOME-0255314: 9,306-25,022 (+)

18 19 20 21 25 26 28

MGV-GENOME-0204760: 9,312-23,512 (+)

18 19 20 21 22

IMGVR_UViG_3300045988_172093|3300045988|Ga0495776_055996: 10,986-23,119 (+)

20 21

MGV-GENOME-0261685: 10,980-26,656 (+)

21 22 23 transcriptional regulator (CDS_0029)

MGV-GENOME-0309753: 7,450-21,133 (+)

11 17 18 22

MGV-GENOME-0287788: 6,859-19,413 (+)

8 14 15

MGV-GENOME-0299244: 9,577-21,268 (+)

14 18

MGV-GENOME-0299660: 9,591-24,084 (+)

17 18 19

MGV-GENOME-0282851: 9,390-20,149 (+)

18

IMGVR_UViG_3300045988_187566|3300045988|Ga0495776_026950|9737-56366: 9,371-26,302 (+)

17 18 19 20 21 22

IMGVR_UViG_3300045988_161353|3300045988|Ga0495776_114629: 8,523-21,263 (+)

15 16 17 21

IMGVR_UViG_3300045988_188399|3300045988|Ga0495776_000567|385-46374: 9,267-21,824 (+)

19

MGV-GENOME-0255578: 11,025-17,702 (+)

19
20

21

MGV-GENOME-0289027: 10,051-22,365 (+)

21 24

MGV-GENOME-0260280: 10,028-21,663 (+)

22

IMGVR_UViG_3300045988_154369|3300045988|Ga0495776_099792: 10,051-22,365 (+)

18 21

IMGVR_UViG_3300014563_000159|3300014563|Ga0134418_1000104|1-42990: 10,259-20,493 (+)

18

IMGVR_UViG_3300029748_000189|3300029748|Ga0245205_1000586: 9,315-20,945 (+)

20

IMGVR_UViG_3300029715_000473|3300029715|Ga0245215_1000542|343-44360: 9,256-19,693 (+)

18

MGV-GENOME-0278602: 8,289-20,583 (+)

18

OTU_1293: 9,528-23,724 (+)

17 20
21

22

MGV-GENOME-0231531: 9,267-18,641 (+)

19 22

MGV-GENOME-0231817: 8,534-18,576 (+)

11 18

SAMN09781752_a1_ct116894_vs1: 10,190-25,122 (+)

21 22 23

MGV-GENOME-0246721: 10,189-23,001 (+)

20 21 22

IMGVR_UViG_3300045988_133789|3300045988|Ga0495776_053873: 10,060-22,919 (+)

20
21

22

MGV-GENOME-0256878: 10,127-25,931 (+)

16
toxin (CDS_0017)

18 21 22 23

IMGVR_UViG_3300030387_000094|3300030387|Ga0168759_100392: 10,043-20,990 (+)

20

OTU_3211: 6,866-23,079 (+)

9 16 17

IMGVR_UViG_3300008497_000135|3300008497|Ga0111011_100258: 7,400-22,212 (+)

10 17

MGV-GENOME-0227529: 9,246-23,117 (+)

19 20

MGV-GENOME-0305607: 8,637-22,717 (+)

19 20

MGV-GENOME-0308722: 9,919-24,626 (+)

22 23 24

IMGVR_UViG_3300045988_188008|3300045988|Ga0495776_130581|8733-55403: 9,909-24,816 (+)

22 23 24

MGV-GENOME-0303931: 10,582-25,288 (+)

22 23 24

IMGVR_UViG_3300045988_170933|3300045988|Ga0495776_095670: 10,569-25,248 (+)

22
23

24

IMGVR_UViG_3300029783_000258|3300029783|Ga0243236_1000319|9149-56050: 9,914-24,726 (+)

22
23

24

IMGVR_UViG_3300045988_167460|3300045988|Ga0495776_029841: 9,509-24,497 (+)

19 20 21

IMGVR_UViG_3300045988_167951|3300045988|Ga0495776_136396: 10,245-23,800 (+)

18 20 21

MGV-GENOME-0304614: 10,238-23,610 (+)

23 24 25

IMGVR_UViG_3300029418_000330|3300029418|Ga0243993_100155|41411-86828: 11,411-23,745 (+)

21 22 23

IMGVR_UViG_3300045988_123909|3300045988|Ga0495776_015979: 10,777-23,768 (+)

20 21

MGV-GENOME-0273483: 10,231-22,506 (+)

20 21

MGV-GENOME-0260031: 9,519-22,071 (+)

16 17

MGV-GENOME-0302835: 9,534-23,247 (+)

19 20

MGV-GENOME-0302082: 8,625-22,627 (+)

19 20

IMGVR_UViG_3300045988_184983|3300045988|Ga0495776_114182|501-44041: 10,194-23,251 (+)

23
24

25

IMGVR_UViG_3300045988_187958|3300045988|Ga0495776_095493|297-43534: 10,232-22,893 (+)

21
22

23

MGV-GENOME-0294964: 9,522-26,929 (+)

20

DNA methyltransferase (CDS_0021)
integrase (CDS_0022)

23

OTU_1408: 9,039-22,751 (+)

18 19 20

MGV-GENOME-0255764: 9,053-22,812 (+)

19 20

IMGVR_UViG_3300045988_180172|3300045988|Ga0495776_071731: 9,312-20,340 (+)

19

IMGVR_UViG_3300045988_157938|3300045988|Ga0495776_028149: 9,529-23,938 (+)

20 21 22

MGV-GENOME-0276890: 8,620-28,540 (+)

20 21
22

23 28

IMGVR_UViG_3300045988_140361|3300045988|Ga0495776_110389: 8,620-28,540 (+)

20 21
22

23 27

OTU_1274: 10,944-24,106 (+)

23 24 25

MGV-GENOME-0193991: 10,103-20,951 (+)

20 21 22 26 27

IMGVR_UViG_3300045988_159650|3300045988|Ga0495776_072091: 8,540-27,237 (+)

17 18 19 25 26

MGV-GENOME-0297398: 9,151-26,040 (+)

20
DNA methyltransferase (CDS_0021)

22 23

IMGVR_UViG_3300029124_000318|3300029124|Ga0169224_1000096|20358-66644: 9,151-24,762 (+)

20
DNA methyltransferase (CDS_0021)

22 23

MGV-GENOME-0195808: 7,448-21,200 (+)

12 17 20 23

8000 nt

integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function


