
IMGVR_UViG_3300045988_166688|3300045988|Ga0495776_130705: 1-10,140 (+)

DS-15__DS-15A (CDS_0001)

2 3
AbiLi-1 AbiLi (CDS_0004)

PDC-M13A_WP_075424075.1 (CDS_0005)

6 7 8

transcriptional regulator (CDS_0009)

10 DNA primase (CDS_0011)

IMGVR_UViG_3300045988_118204|3300045988|Ga0495776_071168: 26,410-35,619 (+)

30 31 32 34 39

IMGVR_UViG_3300045988_136165|3300045988|Ga0495776_136550: 20,133-39,664 (+)

26 27 28 29 30 32 33

drt-UG26 DRT (CDS_0034)
UG17 (CDS_0035)

36

IMGVR_UViG_3300045988_139413|3300045988|Ga0495776_132914: 19,623-37,121 (+)

drt-UG26 DRT (CDS_0031) 32 33

IMGVR_UViG_3300045988_150565|3300045988|Ga0495776_097153: 21,020-40,360 (+)

drt-UG26 DRT (CDS_0036) 37 38 PDC-S02_WP_011937941.1 (CDS_0039)

IMGVR_UViG_3300030387_000094|3300030387|Ga0168759_100392: 21,057-39,376 (+)

drt-UG26 DRT (CDS_0036) 37 38 Sigma M (VF0822) (CDS_0039)

IMGVR_UViG_3300028911_000194|3300028911|Ga0168754_100146|22276-68102: 20,133-39,532 (+)

drt-UG26 DRT (CDS_0035)
UG17 (CDS_0036)

37

MGV-GENOME-0302082: 19,883-39,732 (+)

drt-UG26 DRT (CDS_0032) 33 34 35 36

IMGVR_UViG_3300045988_163152|3300045988|Ga0495776_029593: 22,264-39,613 (+)

28 32
drt-UG26 DRT (CDS_0033)

34 35

IMGVR_UViG_3300045988_154254|3300045988|Ga0495776_117444: 19,746-38,951 (+)

30 drt-UG26 DRT (CDS_0034)
UG17 (CDS_0035)

36

MGV-GENOME-0292405: 20,049-37,364 (+)

drt-UG26 DRT (CDS_0033) 34 35

IMGVR_UViG_3300045988_139737|3300045988|Ga0495776_056199: 20,078-35,930 (+)

drt-UG26 DRT (CDS_0032)
33

MGV-GENOME-0314606: 21,891-44,264 (+)

drt-UG26 DRT (CDS_0035) 36 37
Retron_IX__HEPN domain (CDS_0038)

PDC-S09_WP_091549517.1 (CDS_0039)

40

MGV-GENOME-0281861: 19,832-35,152 (+)

icity0040 RT (CDS_0031)
32

SAMEA1906444_a1_ct150676_vs1: 19,746-42,689 (+)

drt-UG26 DRT (CDS_0034)
UG17 (CDS_0035)

36 37 38 39 40 Sigma M (VF0822) (CDS_0041)

IMGVR_UViG_3300045988_184983|3300045988|Ga0495776_114182|501-44041: 20,507-36,079 (+)

37 38

MGV-GENOME-0273483: 17,533-33,397 (+)

24 32

IMGVR_UViG_3300045988_145415|3300045988|Ga0495776_134213: 15,444-41,228 (+)

26 34 35
drt-UG26 DRT (CDS_0036)

O-antigen (VF0392) (CDS_0037)

38 39 Sigma M (VF0822) (CDS_0040)

IMGVR_UViG_7000000628_000290|7000000628|SRS015782_WUGC_scaffold_17855: 17,532-38,033 (+)

32
33

O-antigen (VF0392) (CDS_0034)

35 36 Sigma M (VF0822) (CDS_0037)

MGV-GENOME-0315743: 20,507-44,773 (+)

37 38 39 40 41
O-antigen (VF0392) (CDS_0042)

43 44 Sigma M (VF0822) (CDS_0045)

MGV-GENOME-0315204: 20,149-44,475 (+)

drt-UG26 DRT (CDS_0035)
36 37 38 39

O-antigen (VF0392) (CDS_0040)
41 42 Sigma M (VF0822) (CDS_0043)

MGV-GENOME-0304614: 20,866-40,516 (+)

drt-UG26 DRT (CDS_0037)
O-antigen (VF0392) (CDS_0038)

39 40 Sigma M (VF0822) (CDS_0041)

IMGVR_UViG_3300045988_157938|3300045988|Ga0495776_028149: 21,194-41,519 (+)

drt-UG26 DRT (CDS_0034)

Reverse transcriptase (CDS_0035)
O-antigen (VF0392) (CDS_0036)

37 38 Sigma M (VF0822) (CDS_0039)

MGV-GENOME-0305607: 19,973-40,966 (+)

drt-UG26 DRT (CDS_0032) 33
O-antigen (VF0392) (CDS_0034)

35 36 Sigma M (VF0822) (CDS_0037)

IMGVR_UViG_7000000032_000253|7000000032|SRS024132_Baylor_scaffold_11143: 19,814-39,560 (+)

drt-UG26 DRT (CDS_0032) 33 34 35 Sigma M (VF0822) (CDS_0036)

MGV-GENOME-0302835: 20,503-39,925 (+)

drt-UG26 DRT (CDS_0032)
O-antigen (VF0392) (CDS_0033)

34 35 Sigma M (VF0822) (CDS_0036)

IMGVR_UViG_3300008497_000135|3300008497|Ga0111011_100258: 17,239-39,745 (+)

ATPase (CDS_0031) 32 33 34 35 36

MGV-GENOME-0323072: 22,051-48,102 (+)

29 30 31 32
drt-UG26 DRT (CDS_0036)

37 38 39 40 41
O-antigen (VF0392) (CDS_0042)

43 44

Sigma M (VF0822) (CDS_0045)

47

MGV-GENOME-0322527: 21,719-47,793 (+)

drt-UG26 DRT (CDS_0033)
34 35 36 37 38

O-antigen (VF0392) (CDS_0039)
40 41 Sigma M (VF0822) (CDS_0042)

MGV-GENOME-0325861: 21,742-49,402 (+)

drt-UG26 DRT (CDS_0033)
34 35 36 37 38 39 40 41

O-antigen (VF0392) (CDS_0042)
43 44 Sigma M (VF0822) (CDS_0045)

MGV-GENOME-0328735: 21,718-50,725 (+)

33 34 35 36 37 38 39 40 41 42
O-antigen (VF0392) (CDS_0043)

44 45 Sigma M (VF0822) (CDS_0046)

MGV-GENOME-0319311: 22,189-46,335 (+)

drt-UG26 DRT (CDS_0036)
37 38 39 40

O-antigen (VF0392) (CDS_0041)
42 43 Sigma M (VF0822) (CDS_0044)

IMGVR_UViG_3300045988_177438|3300045988|Ga0495776_077696: 22,189-46,335 (+)

36 37 38 39 40
O-antigen (VF0392) (CDS_0041)

42 43 Sigma M (VF0822) (CDS_0044)

IMGVR_UViG_3300045988_179105|3300045988|Ga0495776_057655: 22,824-45,608 (+)

drt-UG26 DRT (CDS_0036)
37 38 39 40

O-antigen (VF0392) (CDS_0041)
42 43 Sigma M (VF0822) (CDS_0044)

MGV-GENOME-0314845: 21,302-44,218 (+)

drt-UG26 DRT (CDS_0032)
33 34 35 36 37

O-antigen (VF0392) (CDS_0038)
39 40 Sigma M (VF0822) (CDS_0041)

MGV-GENOME-0316006: 21,310-44,776 (+)

drt-UG26 DRT (CDS_0032)
33 34 35 36 37

O-antigen (VF0392) (CDS_0038)
39 40 Sigma M (VF0822) (CDS_0041)

IMGVR_UViG_3300045988_170933|3300045988|Ga0495776_095670: 22,483-44,569 (+)

drt-UG26 DRT (CDS_0036)
37 38 39

O-antigen (VF0392) (CDS_0040)
41 42 Sigma M (VF0822) (CDS_0043)

MGV-GENOME-0318408: 21,310-45,869 (+)

drt-UG26 DRT (CDS_0032)
33 34 35 36 37 38

O-antigen (VF0392) (CDS_0039)
40 41 Sigma M (VF0822) (CDS_0042)

MGV-GENOME-0316268: 21,988-44,842 (+)

drt-UG26 DRT (CDS_0034)
35 36 37 38 39

O-antigen (VF0392) (CDS_0040)
41 42 Sigma M (VF0822) (CDS_0043)

IMGVR_UViG_3300045988_157751|3300045988|Ga0495776_028641: 21,861-41,909 (+)

drt-UG26 DRT (CDS_0036)
37 38 39 40 Sigma M (VF0822) (CDS_0041)

IMGVR_UViG_3300045988_172669|3300045988|Ga0495776_134425: 21,293-41,341 (+)

drt-UG26 DRT (CDS_0033)
34 35 36 37 Sigma M (VF0822) (CDS_0038)

MGV-GENOME-0312226: 21,422-43,123 (+)

drt-UG26 DRT (CDS_0032)
33 34 35

nucleotide-sugar epimerase (CDS_0036)

37 38 Sigma M (VF0822) (CDS_0039)

IMGVR_UViG_3300045988_178305|3300045988|Ga0495776_095348: 22,439-44,289 (+)

icity0040 RT (CDS_0035) 36
37

38 39
O-antigen (VF0392) (CDS_0040)

41 42 Sigma M (VF0822) (CDS_0043)

IMGVR_UViG_3300045988_167460|3300045988|Ga0495776_029841: 21,732-39,933 (+)

drt-UG26 DRT (CDS_0033)
34 35 36 37

IMGVR_UViG_3300045988_166112|3300045988|Ga0495776_136557: 21,300-39,469 (+)

drt-UG26 DRT (CDS_0032)
33 34 35 36

IMGVR_UViG_3300045988_167951|3300045988|Ga0495776_136396: 21,293-39,415 (+)

drt-UG26 DRT (CDS_0033)
34 35 36

IMGVR_UViG_3300045988_143942|3300045988|Ga0495776_136521: 21,300-39,488 (+)

drt-UG26 DRT (CDS_0032)
33 34 35

IMGVR_UViG_3300045988_163785|3300045988|Ga0495776_096886: 21,732-40,177 (+)

drt-UG26 DRT (CDS_0033)
34 35 36 37

IMGVR_UViG_3300045988_185322|3300045988|Ga0495776_073932|8744-58381: 21,718-41,980 (+)

drt-UG26 DRT (CDS_0033)
34 35 36 37 38

IMGVR_UViG_3300045988_166644|3300045988|Ga0495776_029883: 21,421-39,828 (+)

drt-UG26 DRT (CDS_0032)
33 34 35

IMGVR_UViG_3300045988_184675|3300045988|Ga0495776_037160|3-48453: 21,742-40,836 (+)

drt-UG26 DRT (CDS_0033)
34 35 36 37 38

IMGVR_UViG_3300045988_188008|3300045988|Ga0495776_130581|8733-55403: 22,051-40,231 (+)

drt-UG26 DRT (CDS_0036)
37 38 39

IMGVR_UViG_3300045988_145978|3300045988|Ga0495776_029829: 21,332-39,792 (+)

drt-UG26 DRT (CDS_0032)
33 34 35

36
37

IMGVR_UViG_3300045988_150884|3300045988|Ga0495776_029718: 21,332-39,666 (+)

drt-UG26 DRT (CDS_0032)
33 34 35 36

IMGVR_UViG_3300045988_159407|3300045988|Ga0495776_134289: 21,332-41,080 (+)

drt-UG26 DRT (CDS_0032)
33 34 35

PDC-M13C_WP_023354497.1 (CDS_0036)

37
PDC-M13A_WP_075424075.1 (CDS_0038)

39

MGV-GENOME-0308722: 21,861-41,909 (+)

drt-UG26 DRT (CDS_0036)
37 38 39 40 Sigma M (VF0822) (CDS_0041)

MGV-GENOME-0306897: 21,293-41,341 (+)

drt-UG26 DRT (CDS_0033)
34 35 36 37 Sigma M (VF0822) (CDS_0038)

SAMN09781752_a1_ct116894_vs1: 22,357-44,530 (+)

drt-UG26 DRT (CDS_0035)
36 37 38 39 40 Sigma M (VF0822) (CDS_0041)

MGV-GENOME-0302114: 21,429-39,648 (+)

32 33 34 35 36

MGV-GENOME-0304372: 21,989-40,412 (+)

drt-UG26 DRT (CDS_0034)
35 36 37 38 39

MGV-GENOME-0303837: 21,334-40,236 (+)

drt-UG26 DRT (CDS_0032)
33

34 35

PDC-M13A_WP_075424075.1 (CDS_0036)

37

MGV-GENOME-0327819: 21,731-50,253 (+)

drt-UG26 DRT (CDS_0033)
34 35

RM_Type_II__Type_II_REase34 (CDS_0036)
PDC-S09_WP_015419311.1 (CDS_0037)

38
NEase_II_00006 Type (CDS_0039)

mREase_IV_00005 Type (CDS_0040)

PDC-S07_WP_110056698.1 (CDS_0041)

42 43 44

IMGVR_UViG_3300045988_186451|3300045988|Ga0495776_056593|3-51386: 21,731-43,717 (+)

drt-UG26 DRT (CDS_0033)
34 35

RM_Type_II__Type_II_REase34 (CDS_0036)
PDC-S09_WP_015419311.1 (CDS_0037)

38 39 40

IMGVR_UViG_3300045988_161353|3300045988|Ga0495776_114629: 21,332-45,096 (+)

drt-UG26 DRT (CDS_0033)
34 35 36

PDC-M13C_WP_023354497.1 (CDS_0037)

38
39

AbiEi_WP_101304315.1 AbiEi (CDS_0040)

41 42 43
PDC-M13A_WP_075424075.1 (CDS_0044)

45

IMGVR_UViG_3300045988_173986|3300045988|Ga0495776_058047: 28,722-43,123 (+)

drt-UG26 DRT (CDS_0032)
33 34 35

nucleotide-sugar epimerase (CDS_0036)

37 38 Sigma M (VF0822) (CDS_0039)

IMGVR_UViG_3300029387_000308|3300029387|Ga0243994_100209|34386-83360: 20,977-42,497 (+)

drt-UG26 DRT (CDS_0035) 36

nucleotide-sugar epimerase (CDS_0037)

38 39
Sigma M (VF0822) (CDS_0040)

43

IMGVR_UViG_3300029418_000330|3300029418|Ga0243993_100155|41411-86828: 27,651-40,405 (+)

drt-UG26 DRT (CDS_0035)
36 39 43 44

MGV-GENOME-0303639: 20,318-40,081 (+)

29 30 31 32
drt-UG26 DRT (CDS_0035)

36 37 38

MGV-GENOME-0303931: 20,318-40,368 (+)

drt-UG26 DRT (CDS_0035) 36
acetyltransferase (CDS_0037)

38

IMGVR_UViG_3300045988_187566|3300045988|Ga0495776_026950|9737-56366: 21,318-39,102 (+)

tail fiber protein (CDS_0030)
33 drt-UG26 DRT (CDS_0034)

MGV-GENOME-0299660: 19,100-39,004 (+)

30
drt-UG26 DRT (CDS_0031)

32

10000 nt

DNA, RNA and nucleotide metabolism other tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB)


